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V-1 Introduction

The HIV-1/SIVcpz protein alignments are based on the com-
plete genome nucleotide alignment, but in some cases a few
sequences were removed because they were too short to be in-
formative (especially in Nef), had many stop codons, or a prob-
lematic segment of amino acids. As with the other alignments
in this compendium, they are intended to display the genetic
variation of the world-wide HIV epidemic in a compact form.
They are annotated in more detail than the complete genome
nucleotide alignment.
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HIV-1/SIVcpz Proteins Annotated features

V-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.

Feature Protein Location
Gag start, pl7 start Gag 1
membrane binding Gag 1-30
phosphorylation site Gag 112
pl7 end Gag 132
p24 start Gag 133
CyPA binding Gag 205-241
major homology region Gag 285-304
p24 end Gag 364
p2 start Gag 365
p2 end Gag 377
p7 start Gag 378
Zn motif Gag 392-404
Zn motif Gag 413-425
p7 end Gag 432
pl start Gag 433
pl end Gag 448
po start Gag 449
Vpr binding Gag 455-460
Vpr binding Gag 489-494
p6 end, Gag end Gag 501
Pol start Pol 1
Gag-Pol TF start Pol 1
Gag-Pol TF end Pol 56
protease start Pol 57
protease end Pol 155
p66, p51 RT start Pol 156
M41L Pol 196
= D67N Pol 222
4 K70R Pol 225
Y D110 catalytic site Pol 265
% polymerase motif Pol 337-342
> M184V Pol 339
T215Y Pol 370
K219Q Pol 374
p51 RT end Pol 595
p15 RNase H start Pol 596
p66 RT, p15 Rnase Hend  Pol 715
p31 Integrase start Pol 716
p31 Integrase end Pol 1004
Pol end Pol 1004
Vif start Vif 1
Vif end Vif 193
Vpr start Vpr 1
oligomerization Vpr 1-41
amphipathic o-helix Vpr 17-33
H(S/N)RIG motifs Vpr 71-83
frameshift in HXB2 Vpr 72
Vpr end in HXB2 Vpr 79
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Annotated features HIV-1/SIVcpz Proteins

Feature Protein Location Page

Vpr end Vpr 98

Tat start Tat 1

C-rich region Tat 22-37

nuclear localization Tat 49-57

exon 1 end Tat 72

exon 2 start Tat 73

Tat end Tat 102

Rev start Rev 1

exon 1 end Rev 25

exon 2 start Rev 26

NLS Rev 34-49

Leu-rich effector domain ~ Rev 75-83

Rev end Rev 117

Vpu start Vpu 1

transmembrane domain Vpu 1-27

cytoplasmic domain Vpu 28-82

o-helix Vpu 43-51

phos Vpu 53

phos Vpu 57

a-helix Vpu 58-70

Vpu end Vpu 83

Env start Env 1

signal peptide end Env 30

gp120 start Env 31

glycosylation NVT Env 88-90

CD4 binding Env 124

Vi Env 131-156

glycosylation NDT Env 136-138

glycosylation NSS Env 141-143

glycosylation NCS Env 156-158

V2 Env 158-196

glycosylation NIS Env 160-162 »
glycosylation NDT Env 186-188 5
glycosylation NTS Env 197-199 09_
CD4 binding Env 196 -
glycosylation NKT Env 230-232 >
glycosylation NGT Env 234-236 I
glycosylation NVS Env 241-243

glycosylation NGS Env 262-264

glycosylation NFT Env 276-278

CD4 binding Env 279

glycosylation NTS Env 289-291

glycosylation NCT Env 295-297

V3 Env 296-331

glycosylation NNT Env 301-303

V3 tip Env 312-315

glycosylation NNT Env 339-341

glycosylation NKT Env 356-358

CD4 binding Env 365

V4 Env 385-418

glycosylation NST Env 386-388

glycosylation NST Env 392-394

glycosylation NST Env 397-399
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HIV-1/SIVcpz Proteins Sequences

Feature Protein Location
glycosylation NNT Env 406-408
CD4 binding Env 425
glycosylation NIT Env 448-450
CD4 binding Env 455
V5 Env 460-471
glycosylation NES Env 463-465
CD4 binding Env 469
fusion peptide Env 512-527
gp120 end Env 511
gp4l start Env 512
immunodominant region Env 588-607
glycosylation NAS Env 611-613
glycosylation NKS Env 616-618
glycosylation NHT Env 624-626
glycosylation NYT Env 637-639
transmembrane domain Env 685-704
gp41 cytoplasmic tail start  Env 705
glycosylation NGS Env 750-752
glycosylation NAT Env 816-818
cytoplasmic tail end Env 857
gp4l end Env 857
Env end Env 857
Nef start Nef 1
myristoylation Nef 2-7
acidic cluster Nef 62-65
poly-P helix Nef 69-78
phosphorylation Nef 77-81
HXB2 premature Nef end  Nef 124
normal Nef end Nef 207

V-3 Sequences

T
<
4 Sequences included in the HIV-1 protein alignments.
<
S
@,
2 Name Accession  Proteins Author Reference
B.FR.83.HXB2 K03455 All Wong-Staal, F. Nature 313(6000):277-284 (1985)
A1.CD.02.LAO1AIPr KU168256  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
A1.CM.08.886_24 KP718928  All Luk, K.-C. PLoS One 10(11); 0141723
(2015)
A1.ES.15.100_117 KY496622  All Cuevas, M.T. Unpublished
A1.KE.11.DEMA111KE002 KF716474  All Sanchez, A.M. J Immunol Methods 2014

Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014

Jan 19
A1.PK.15.PK034 KX232624  All Chen, Y. PLoS ONE 11(12):E0167839
(2016)
A1.RW.11.DEMA111RW002 KF716472 Al Sanchez, A.M. J Immunol Methods 2014

Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168256
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718928
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY496622
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716474
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX232624
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716472

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
A1.SE.13.078SE MF373181  All Neogi, U. Sci Rep 7(1):6371 (2017)
A1.UG.11.DEMA110UG009 KF716486  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
A2.CM.01.01CM_1445MV GU201516 All Carr, J.K. Retrovirology 2010 Apr 28;7:39
doi: 101186/1742-4690-7-39
A3.SN.01.DDI579 AY521629) All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
A4.CD.97.97CD_KCC2 AMO000053| All Vidal, N. ARHR 22(2):182-187 (2006)
A6.BY.13.PV85 KT983615 All Sasinovich, S. Unpublished
A6.IT.02.60000 EU861977, All Riva, C. ARHR 24(10); 1319-25 (2008)
A6.RU.11.11RU6950 JX500694  All Baryshev, P.B. ARHR 30(6); 592-7 (2014)
A6.UA.12.DEMA112UA024 KU749403| All Hora, B. Unpublished
B.AR.14.DEMB14AR003 KY658685 All Hora, B. Unpublished
B.BR.10.10BR_MGO035 KJ849804  All Pessoa, R. Transfusion 55(5); 980-90 (2015)
B.CU.14.14CU005 KR914676  All Blanco, M. Unpublished
B.DE.13.366396 KT124767  All Tully, D.C. PLoS Pathog 12(5); e1005619
(2016)
B.DE.13.947915 KT124808  All Tully, D.C. PLoS Pathog 12(5); ¢1005619
(2016)
B.DO.11.DEMB11DR001 KY658702  All Hora, B. Unpublished
B.ES.15.100600 KY989956  All Cuevas, M.T. Unpublished
B.FR.11.DEMB11FR001 KF716496  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
B.JP.12.DEMB12JP001 KF716498  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/§jim201401004 Epub 2014
Jan 19
B.PH.15.DEMB15PH003 KY658690 All Hora, B. Unpublished
B.RU.11.11RU21n JX500708 Al Baryshev, P.B. Unpublished »
B.SE.15.102SE MF373204  All Neogi, U. Sci Rep 7(1):6371 (2017) ‘3
B.TH.10.DEMB10THO002 KP109514| All Hora, B. Unpublished :E_
B.US.16.2609 KX505536/ All Bruner, K.M. Nat Med 22(9); 1043-9 (2016) -
C.BR.11.DEMCI11BR035 KU749393| All Hora, B. Unpublished >
C.CN.10.YNFL19 KC870038  All Wei, H. Unpublished I
C.DE.10.622166 KT124786/ All Tully, D.C. PLoS Pathog 12(5); e1005619
(2016)
C.ES.15.100_118 KY496624| All Cuevas, M.T. Unpublished
C.ET.08.ET104 KU319528 All Amogne, W. ARHR 32(5); 471-4 (2016)
C.IN.15.NIRT008 KX069226/ All Aralaguppe, S.G. J Virol Methods 2016
Oct;236:98-104 doi:
101016/jjviromet201607010 Epub
2016 Jul 19
C.MW.09.703010256_CH256.w96 KC156214  All Parrish, N.F. PNAS USA 110(17); 6626-33
(2013)
C.NG.10.10NG020523 KX389612  All Heipertz, R.A. Jr. Medicine(Baltimore) 95
(32):E4346 (2016)
C.NP.11.11NPO16 KU341724| All Bhusal, N. Curr HIV Res 14(6):517-524
(2016)
C.PK.14.DEMC14PK009 KU749412| All Hora, B. Unpublished
C.SE.15.100ET MF373202 All Neogi, U. Sci Rep 7(1):6371 (2017)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373181
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716486
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU201516
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521629
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000053
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT983615
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU861977
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500694
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749403
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY658685
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849804
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KR914676
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT124767
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT124808
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY658702
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY989956
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716496
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716498
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY658690
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500708
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373204
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109514
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX505536
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749393
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870038
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT124786
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY496624
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU319528
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX069226
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156214
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX389612
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU341724
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749412
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373202
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference

C.TZ.08.707010457_CH457.w8 KC156220 All Parrish, N.F. PNAS USA 110(17); 6626-33
(2013)

C.US.14.M0118v1d14_5M04_C5 |KT982201 Al Rainwater-Lovett, PLoS ONE 12(2):E0170548 (2017)

K.

C.ZA.13.DEMCI13ZA152 KU749417 Al Hora, B. Unpublished

C.ZM.11.DEMC11ZMO006 KF716467 All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.BR.10.10BR_RJ095 KJ787684 All Pessoa, R. Genome Announc 2(3):e00586-14
(2014)

D.CD.03.LA17MuBo KU168271| All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)

D.CM.10.DEMD10CMO009 JX140670  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.CY.06.CY163 F1388945 All Kousiappa, I. ARHR 25(8); 727-40 (2009)

D.KE.11.DEMD11KE003 KF716476  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.SE.12.077UG MF373180  All Neogi, U. Sci Rep 7(1):6371 (2017)

D.TZ.04.CO6405V4 KX907406  All Billings, E. ARHR 33(4); 373-381 (2017)

D.UG.10.DEMD10UG004 KF716479  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.UG.11.DEMD11UG003 KF716480  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

D.YE.02.02YE516 AY795907, All Saad, M.D. ARHR 21(7):644-648 (2005)

F1.A0.06.A0_06_ANG32 FJ900266 All Guimaraes, M.L. Retrovirology 6, 39 (2009)

F1.AR.02.ARE933 DQ189088  All Aulicino, P.C. ARHR 21(2):158-164 (2005)

F1.BR.11.DEMF111BR037 KU749396  All Hora, B. Unpublished

F1.CY.08.CY222 JF683771 All Kousiappa, L. ARHR 27(11); 1183-99 (2011)

F1.ES.11.VA0053_nfl KJ883138 All Delgado, E. PLoS ONE 10(11):E0143325
(2015)

F1.FR.04.LA22LeRe KU168276  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)

F1.RO.03.LA20DuCl KU168274  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)

F1.RU.08.D88_845 GQ290462  All Fernandez-Garcia, ARHR 25(11):1187-1191 (2009)

A.

F2.CM.10.DEMF210CM007 JX140673 All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19

F2.CM.11.DEURF11CMO026 KU749422  All Hora, B. Unpublished

G.CD.03.LA23LiEd KU168277, All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156220
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT982201
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749417
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716467
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ787684
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168271
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140670
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388945
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716476
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373180
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX907406
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716479
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716480
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ900266
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749396
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683771
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ883138
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168276
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168274
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ290462
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140673
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU749422
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168277

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
G.CM.08.789_10 KP718925  All Luk, K.-C. PLoS One 10(11); 0141723
(2015)
G.CM.10.DEMG10CMO008 JX140676  All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
G.CN.08.GX_2084_08 JN106043  All Liu, W. Zhonghua Liu Xing Bing Xue Za
Zhi 34(1); 53-6 (2013)
G.CN.16.224GX KY275364| All Zhang, M. Unpublished
G.ES.14.EUR_0033 KU685592  All Cuevas, T. Unpublished
G.GW.08.LA57LmNe KU168300 All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
G.KE.09.DEMGO09KEO001 KF716477, All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
G.NG.12.12NG060409 KX389648 All Heipertz, R.A. Jr. Medicine(Baltimore) 95
(32):E4346 (2016)
H.CD.04.LA19KoSa KU168273| All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
H.CF.02.LA25LeMi KU168279  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
J.CD.03.LA26DiAn KU168280, All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
J.CM.04.04CMU11421 GU237072| All Yamaguchi, J. ARHR 26(6); 693-7 (2010)
K.CD.97.97ZR_EQTBI11 AJ249235 All Triques, K. ARHR 16(2):139-151 (2000)
K.CM.96.96CM_MP535 AJ249239  All Triques, K. ARHR 16(2):139-151 (2000)
01_AE.CM.11.1156_26 KP718930, All Luk, K.-C. PL0S One 10(11); 0141723
(2015)
01_AE.CN.12.DE00112CNO11 KP109508 All Hora, B. Unpublished
01_AE.IR.10.10IR. THR48F AB703616  All Jahanbakhsh, F. ARHR 29(1); 198-203 (2013)
01_AE.JP.11.DE00111JP003 KF859741  All Sanchez, A.M. J Immunol Methods 2014 »
Jul;409:117-30 doi: ‘S
101016/§jim201401004 Epub 2014 j
Jan 19 -
01_AE.MM.14.fKSDU26 KUS820849, All Chen, X. Virulence 2016 Aug 30:1-7 doi: >
101080/2150559420161226722 I
01_AE.PH.15.DE00115PHO12 KY658688  All Hora, B. Unpublished
01_AE.SE.12.070SE MF373173 All Neogi, U. Sci Rep 7(1):6371 (2017)
01_AE.TH.10.DE00110THO001 KP109513| All Hora, B. Unpublished
01_AE.TH.11.40436v09_04 KY580697 All Kijak, G.H. PLoS Pathog 13(7); 1006510
(2017)
01_AE.TH.90.CM240 U54771 All Carr, J.K. J Virol 70(9):5935-5943 (1996)
02_AG.CM.10.DE00210CMO013 KF859739| All Sanchez, A.M. J Immunol Methods 2014
Jul;409:117-30 doi:
101016/jjim201401004 Epub 2014
Jan 19
02_AG.DE.09.701114 KT124792 All Tully, D.C. PLoS Pathog 12(5); €1005619
(2016)
02_AG.KR.12.12MHI11_10746 KF561437, All Cho, Y.-K. Unpublished
02_AG.KR.12.12MHR9 KF561435 All Cho, Y.-K. Unpublished
02_AG.LR.x.POC44951 AB485636  All Baesi, K. PLoS One 9(9); 105098 (2014)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718925
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140676
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN106043
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY275364
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU685592
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168300
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716477
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX389648
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168273
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168279
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168280
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU237072
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP718930
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109508
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB703616
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF859741
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU820849
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY658688
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373173
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP109513
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY580697
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF859739
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT124792
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF561437
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF561435
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485636
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference
02_AG.NG.12.12NG060304 KX389647 All Heipertz, R.A. Jr. Medicine(Baltimore) 95
(32):E4346 (2016)
02_AG.NG.x.IBNG 1.39106 All Howard, T.M. ARHR 10(12):1755-1757 (1994)
02_AG.PK.15.PK032 KX232622 All Chen, Y. PLoS ONE 11(12):E0167839
(2016)
02_AG.SE.14.098GN MF373200  All Neogi, U. Sci Rep 7(1):6371 (2017)
02_AG.SN.13.9580 KT223760  All Aman, S. Unpublished
03_AB.RU.97.KAL153_2 AF193276  All Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.94CY032_3 AF049337  All Gao, F. J Virol 72(12):10234-10241 (1998)
05_DF.BE.x.VI1310 AF193253  All Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  All Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
07_BC.CN.98.98CN009 AF286230, All Rodenburg, C.M. ARHR 17(2):161-168 (2001)
08_BC.CN.97.97CNGX_6F AY008715/ All Piyasirisilp, S. J Virol 74(23):11286-11295 (2000)
09_cpx.GH.96.96GH2911 AY093605 All McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  All Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.CM.95.95CM_1816 AF492624  All Wilbe, K. ARHR 18(12):849-56 (2002)
12_BF.AR.99.ARMA159 AF385936/ All Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.96CM_1849 AF460972|  All Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.ES.05.X1870 FJ670522 All Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
15_01B.TH.99.99TH_MU2079 AF516184  All Viputtijul, K. ARHR 18(16):1235-1237 (2002)
16_A2D.KR.97.97KR004 AF286239  All Gao, F. ARHR 17(8):675-688 (2001)
17_BF.AR.99.ARMAO038 AY037281  All Carr, J.K. AIDS 15(15):F41-F47 (2001)
18_cpx.CU.99.CU76 AY586540  All Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY 894994, All Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul03 AY586545 All Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.99.KER2003 AF457051 Al Dowling, W.E. AIDS 16(13):1809-1820 (2002)
22 _01A1.CM.01.01CM_0001BBY AY371159 All Kijak, G.H. ARHR 20(5):521-530 (2004)
23_BG.CU.03.CB118 AY900571  All Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.ES.08.X2456_2 F1670526 All Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
25_cpx.CM.02.1918LE AY371169 All Kijak, G.H. ARHR 20(5):521-530 (2004)
26_A5U.CD.02.02CD_MBTB047 FM77782 All Vidal, N. ARHR 25(8):823-832 (2009)
27_cpx.FR.04.04CD_FR_KZS AMSB51091 All Vidal, N. ARHR 24(2):315-321 (2008)
28_BF.BR.99.BREPM 12609 DQO085873  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29_BF.BR.01.BREPM 16704 DQO085876  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
31_BC.BR.04.04BR142 AY727527, All Sanabani, S. ARHR 22(2):171-176 (2006)
32_06A6.EE.01.EE0369 AY535660 All Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.ID.07.JKT189_C AB547463  All SahBandar, I.N. ARHR 27(1); 97-102 (2011)
34_01B.TH.99.0UR1969P EF165539] All Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.07.169H GQ477446/ All Sanders-Buell, E. ARHR 26(5):605-608 (2010)
36_cpx.CM.00.00CMNYU830 EF087994|  All Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594| All Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.03.UY03_3389 FJ213783 All Ruchansky, D. ARHR 25(3); 351-6 (2009)
39_BF.BR.04.04BRRJ179 EU735535 All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.05.05BRRJ055 EU735537 All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
41_CD.TZ.05.CO6577V5 KX907411  All Billings, E. ARHR 33(4); 373-381 (2017)
42_BF.LU.03.IuBF_01_03 EU170151] All Struck, D. ARHR 31(5); 554-8 (2015)
43_02G.SA.03.J11223 EU697904| All Badreddine, S. ARHR 23(5):667-674 (2007)
44_BF.CL.00.CH80 FJ358521 All Delgado, E. ARHR 26(7); 821-6 (2010)
45_cpx.FR.04.04FR_AUK EU448295  All Frange, P. Retrovirology 2008 Aug 1;5:69 doi:
101186/1742-4690-5-69
46_BF.BR.07.07BR_FPS625 HMO026456  All Sanabani, S.S. Virol J 2010 Apr 16;7:74 doi:

101186/1743-422X-7-74
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX389647
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX232622
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=MF373200
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KT223760
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286230
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY008715
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF492624
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670522
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037281
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457051
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670526
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371169
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM877782
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM851091
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085876
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727527
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB547463
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165539
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477446
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213783
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735535
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735537
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX907411
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU170151
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU697904
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ358521
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU448295
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM026456

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
47_BF.ES.08.P1942 GQ372987 Al Fernandez-Garcia, ARHR 26(7); 827-32 (2010)
A.

48_01B.MY.07.07MYKTO021 GQ175883| All Li, Y. JAIDS 54(2):129-136 (2010)
49_cpx.GM.03.N26677 HQ385479  All de Silva, T.I. Retrovirology 7(1):82 (2010)
50_A1D.GB.10.12792 IN417240  All Foster, G.M. PLoS One 9(1); e83337 (2014)
51_01B.SG.11.11SG_HMO021 JN029801 All Ng, O.T. ARHR 28(5); 527-30 (2012)
52_01B.MY.03.03MYKLO18_1 DQ366664  All Tee, K.K. JAIDS 43(5):523-529 (2006)
53_01B.MY.11.11FIR164 JX390610  All Chow, W.Z. J Virol 86(20):11398-11399 (2012)
54_01B.MY.09.09MYSB023 JX390976  All Ng, K.T. J Virol 86(20):11405-11406 (2012)
55_01B.CN.10.HNCS102056 IX574661 All Han, X. Genome Announc 1(1):E00050-12

(2013)
56_cpx.FR.10.URF5_patient_A JN882655  All Leoz, M. AIDS 25(11):1371-1377 (2011)
57_BC.CN.09.09YNLX19sg KC899008  All Han, X. PLoS ONE 8(5):E65337 (2013)
58_01B.MY.09.09MYPR37 KC522031,  All Chow, W.Z. PLoS ONE 9(1):E85250 (2014)
59_01B.CN.09.09LNA423 JX960635 All An, M. J Virol 86(22); 12402-6 (2012)
60_BC.IT.11.BAV499 KC899079  All Simonetti, F.R. Infect Genet Evol 2014

Apr;23:176-81 doi:

101016/jmeegid201402007 Epub

2014 Mar 3
61_BC.CN.10.JL100010 KC990124  All Li, X. Genome Announc 2013 Jun 27;1(3)

pii: €00326-13 doi:

101128/genomeA00326-13
62_BC.CN.10.YNFL13 KC870034, All Wei, H. ARHR 30(4):380-383 (2014)
63_02A.RU.10.10RU6637 JN230353 All Baryshev, P.B. Arch Virol 157(12); 2335-41 (2012)
64_BC.CN.09.YNFL31 KC870042  All Hsi, J. ARHR 30(4); 389-93 (2014)
65_cpx.CN.10.YNFLO1 KC870027 All Feng, Y. ARHR 30(6); 598-602 (2014)
67_01B.CN.11.ANHUI_HF115 KC183779  All Wu, J. PLoS ONE 8(1):E54322 (2013)
68_01B.CN.11. ANHUI_WH73 KC183782  All Wu, J. PLoS ONE 8(1):E54322 (2013)
69_01B.JP.05.05JPMYCI113SP420 LC027100  All Kusagawa, S. Genome Announc 2015 May

28;3(3) pii: €00196-15 doi:

101128/genomeA00196-15
70_BF1.BR.10.10BR_PE004 KJ849758  All Pessoa, R. PLoS One 9(11); e112674 (2014) »
71_BF1.BR.10.10BR_PE008 KJ849759  All Pessoa, R. PLoS One 9(11); 112674 (2014) 'é
72_BF1.BR.10.10BR_MG002 KJ671534 All Pessoa, R. Genome Announc 2(3):e00386-14 OQ_

(2014) -
73_BG.DE.01.9196_01 AY882421| All Harris, B. ARHR 21(7):654-660 (2005) >
74_01B.MY.10.10MYPR268 KRO19771  All Cheong, H.T. PLoS ONE 10(7):E0133883 (2015) I
77_cpx.MY.14.14MYNBB090 KX673820 All Tee, K.K. Genome Announc 2017 Jun

29;5(26) pii: e00459-17 doi:

101128/genomeA00459-17
78_cpx.CN.13.YNTC19 KU161143| All Song, Y. ARHR 2016 Apr 8
79_0107.CN.15.SX15DT013 KY216146  All Li Y. ARHR 2017 May 30 doi:

101089/a1d20170066
82_cpx.MM.13.mSSDU12 KU820825 All Chen, X. Virulence 2016 Aug 30:1-7 doi:

101080/2150559420161226722
83_cpx.MM.13.mSSDU9% KUS820847, All Chen, X. Virulence 2016 Aug 30:1-7 doi:

101080/2150559420161226722
85_BC.CN.14.14CN_SCYB2 KU992929  All Su, L. ARHR 2016 Jun 13
86_BC.CN.13.15YNHS18 KX582249  All Li, Y. ARHR 2016 Oct 18
87_cpx.CN.12.DH32 KF250408 All Wei, H. Sci Rep 2015 Jul 2;5:11323 doi:

101038/srep11323
88_BC.CN.05.05YNRL25sg KC898979  All Han, X. PLoS ONE 8(5):E65337 (2013)
90_BF1.BR.11.BRG06043 KY628221 All Reis, M.N.A.G. PLoS ONE 12(6):E0178578 (2017)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ372987
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ175883
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ385479
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN417240
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN029801
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ366664
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390610
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX390976
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX574661
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN882655
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC899008
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC522031
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX960635
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC899079
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC990124
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870034
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN230353
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870042
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC870027
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC183779
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC183782
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=LC027100
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849758
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ849759
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ671534
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY882421
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KR019771
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX673820
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU161143
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY216146
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU820825
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU820847
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU992929
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX582249
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF250408
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC898979
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY628221
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference
0.CM.96.LA51YBF35 KU168294  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
0.CM.96.LA52YBF39 KU168295 All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
0.CM.99.99CMU4122 AY 169815 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.x.pCMO2_3 AY618998  All Tebit, D.M. Virology 326(2):329-339 (2004)
0.ES.01.Read25_HIV_GroupO KX228804) All Ragupathy, V. Unpublished
0.FR.06.RBF206 KY112585 All Mack, K. J Virol 2017 Feb 28;91(6) pii:
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101128/JVI02177-16 Print 2017
Mar 15
0.GA.10.10Gab1190 IX245014  All Liegeois, F. ARHR 29(7); 1085-90 (2013)
0.GA.11.11Gab6352 JX245015 All Liegeois, F. ARHR 29(7); 1085-90 (2013)
0.SN.99.99SE_MP1300 AJ302647  All Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0O.US.10.LTNP JN571034 Al Buckheit, R.W.3. ARHR 30(6); 511-513 (2014)
N.CM.15.54858 KY498771  All Rodgers, M.A. Virology 504, 141-151 (2017)
N.FR.11.N1_FR_2011 JN572926  All Delaugerre, C. Lancet 378(9806); 1894 (2011)
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P.FR.09.RBF168 GUI11555 All Plantier, J.-C. Nat Med 15(8); 871-2 (2009)
CPZ.TZ.06.TANS JN091691 All Rudicell, R.S. J Virol 85(19); 9918-28 (2011)
CPZ.US.85.US_Marilyn AF103818  All Gao, F. Nature 397(6718):436-441 (1999)
GOR.CM.12.SIVgor_BQID2 KP004991  All D’arc, M. PNAS USA 112(11); E1343-52
(2015)
GOR.CM.13.SIVgor_BPID15 KP004990,  All D’arc, M. PNAS USA 112(11); E1343-52

(2015)

316

HIV Sequence Compendium 2018: HIV-1 Proteins


https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168294
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168295
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169815
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY618998
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX228804
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY112585
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX245014
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX245015
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302647
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN571034
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY498771
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN572926
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ179987
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU111555
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN091691
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF103818
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP004991
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP004990

w
£
)
e
O
=
o
o
2
T

HIV Sequence Compendium 2018: HIV-1 Proteins 317



SI¢

8107 wnipuddwo)) duanbag ATH

101d T-AIH

SUId

sulal04d |-AlH

membrane binding phosphorylation site
pag start, p17 start pl7 en(L/p24 start
B.FR.83.HXB2 MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSL.QTGSEELRSLYNTVATLYCVHQRIEIKDTKEALDKIEEEQN. . . QQA...AADTGHS....NQ...VSQNYPIVQNIQG

.02.LAQ1ALPr K--A RM--L--ncmmmmnnn L--S----T---Q--MD---SA-. . . vei-=-u..----RN-GKV.S-NSK---=-=-=-- A--
A1.CM.08.886_24 Q---K A-. . S-....5N...

.15.100"117
A1.KE.11.EEMF%11KEGGZ
Al:RW:ll:g;MAéllRWOGZ
AL.UG.11.DEMA110UG009 - A---Q-VME---SA-
A2.CM.01.01CM_1445MV --K--IR--HSA-.
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85

. .60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024

AR.14.DEMB14AROO3 = -----------K--
BR.lO.ngR Mg035

.13, 9
D0.11.DEMB11DR0OO1
.15.100600
FR.11.DEMB11FROO1
JP.12.DEMB12JP00O1
PH.15.DEMB15PH003
RU.11.11RU21n
.15.102SE
TH.10.DEMB10THO02
.16.2609

BR.1 .DEMCléBR035

oOZOH !

1
0
0
5
8.
5.NIRTOO8
9.703010256_CH256.w96
0.10NG020523
1.11NPO16
4 .DEMC14PK009
5.100ET
TZ. 2.707010457 CH457 .w8
3
1
0
3
0
6
1
2
4
0
1

2Ry

.M0118v1d14 5Me4 C5
.DEMC13ZA152 -
.DEMC11ZMO06

.10BR RJ095
‘LA17MuBo

. DEMD16CMO09 -
. DEMD11KE003
1077UG

faln)
{=l=l=lelola)telalot=lsle)=T=]
OO0O00 OO

N
=
=
P

RARAXR ARAARADARRNRX

.C06405V4

.DEMD10UG004
.11.DEMD11UG003 ---K--D
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

S>> P> >PPrO>>>>R—

ES.14.EUR_0033
.LA57LmNe
.09.DEMGO9KEOO1
NG.12.12NG060409 .-

CD.04.LA19KoSa
CF.02.LA25LeMi

CD.03.LA26DiAn
CM.04.04CMU11421

CD.97.97ZR_EQTB11
CM.96.96CM_MP535

1 AE.CM.11.1156 26
1AE.CN.12.DEOOT12CNO11
1"AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3
. fKSDU26
.PH.15.DE00115PHO12
.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.CM240
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

OO T DO 00000000 OO0 I DODOOD

TOOOOOOOD0 IO OO OO OO 'T 1 DOOOD O DOOOOODD

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE.09
G.
H.
H.
J.
J.
K.
K.

=

-LME----A-
--IE---ST-.
LIE---ST-.
LIE---ST-.
LIE T

P S S S S S N

L =

DO IO

QKTQQQ-
T

K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K
K

.x.P0C44951 ---
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
.SE.14.098GN

LOOOOOOO.

surjolg ZdIAIS/T-ATH

sjuwugI Y



membrane binding phosphorylation site

Gag start, pI7 start

pl7 en(L/p24 start

8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

61¢

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16

12”BF.AR.9 RMA

13"cpx.CM 6.96CM 1849

147BG.ES.05.X1870"

15-01B.TH.99. 99TH MU2079

16_A2D.KR.97.97KRD04

17 BF.AR.9 ARMA038

18 cpx.CU.99.CU

19 cpx.CU.99

207 BG.CU.

217A2D.KE.99.KER2003

22"01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

247BG.ES.08.X2456 2

25" cpx.CM.02.1918LE

26_A5U.CD.02.02CD_MBTB0O47

27_cpx.FR.04.04CD_FR KZS

28" BF.BR .BREPMI2609

.9
29 BF.BR.O1. BREPM16704
.BR.04.04BR142
32706A6.EE.01.EE0369

33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ranent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1

67 01B.CN.11.ANHUI HF115
.CN.11.ANHUI WH73

69 01B.JP.05.05JPMYC1135SP420
. 10BR _PE004

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

Ex CN.12.DH32

88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM.x.pCMO2_3

FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06.TAN
CPZ.US.85.US Marllyn
GOR.CM.12.SIVgor BQID2
GOR.CM.13.SIVgor BPID15

TT ZZ 0000000000

ES.Ol?ReadZS HIV_GroupO

SII5IIIK-SK-- --
---5---K-5K--

MGARASVLSGGELDRWEKIRLRPGGKKKYKLKHIVWASRELERFAVNPGLLETSEGCRQILGQLQPSL
----------- Ke-AoooooeoennzeRecelococoGoooooLee oA LME - ST
L--S Q---E K

IE---S-1.

--IE---ST-
IN----A

Q-LIE---ST-.
---Q--IE---ST-.
K---ZA- .

C————MDSA———A LM

----------- C----MD-A--XV-L-N--E- -Z

HIV-1 Proteins

-.R---DG-Q--W--LVV-W

QTGSEELRSLYNTVATLYCVHQRIEIKDTKEALDKIEEEQN...

N-YK-G--QQ-TQ-LK-VMG. ..
G- R--SVQN-Q----- VHG-KE. . .QHN
K----G-----=-L-V--=-5--5-0--QA----~ K-KKE . .
< R--oDG-0- MLV M- K- -5 -00-IT-WK- 0. .
R-VD-5--QQ-IT-WK--MQ. .
AGERVQ--E--VKIVKMKLCIQ -DSSTATS.
S-VTVE--QQ- -V-LK-VVQLQKQQEE

G----F--L-V-W
S-Q--W--TVV-W

N-FKVA--QQ-IQ-LK-VKG

- K----G-Q--W- -LVV-W- - -K- -DVA- -QQ-IT-WK--MQ. . .

SGQSONAGGKERETVTPSGK ENAGRA.
-Q....QEASG-.

. .AADTGHS. ...

.-KEDASA. ...
..G-AAAVD. . ..

VSQNYPIVQNIOG

-R---L--TA--
-R---L---A--

TSEG- TG. ..
ALEG-T..6TG. .

TEPPSG RL--VITDA--
-I...G-S---VI--A

geo

surjold ZdIAIS/T-ATH



0ce

8107 wnipuddwo)) duanbag ATH

101d T-ATH

SUId

B.FR.83.

13.PV85
2.60000
11.11RU

=]
o
=
©

o
m
R
—ww

]
T

il

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.Cl
K

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

HXB2
.LAO
.886

.100 117
.DEMA111KE002
15.PK034
.DEMA111RW002
13.078SE

-DEM
.01C
.DDI
.97

.DEM

.DEMB
.10BR
4.14CU005

3663

.9479
.DEMB
5.1006
.DEMB
.DEMB
.DEMB
.11RU
5.102S
.DEMB
2609
.DEMC

7030

INP
DEMC
100E
7070
Mo1l

DEMC
DEMC

10BR
LA17
DEMD
DEMD
077U

C064
DEMD
DEMD

.02YE5

.AO
.ARE
.DEM
.C
.VAO
.LA2
.LA2

8.D88 845
.DEMF210CM00O7

.DEU

.LA23
8.789
.DEMG
.GX_2!
.EUR
.LA57
9. DEMG!
. 12NG

.LA19
.LA25

.LA26|
. 04CM

.97ZR EQTB11
.96CM

AE.CM.1

1
.12
J11.

4.
.15.

.X.P
.12,

.x. IBNG

15,
1a.

NIRTOO8
10NGO:

T
10457 _CH457 .w8

MuBo
10CMOO9

10
10CMo08
03408

.1156_26
.DEQOI12CNO11
AE.IR.10.

.DEGO110THOO1
140436v09_04

.CM240
.DE00210CMO13
.701114
.12MHI11 10746
. 12MHR9 ~

sulal04d |-AlH

CyPA binding major homology region
QMVHQAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRVHPVHAGPTAPGQMREPRGSDIAGTTSTLQEQIGW.MTN.NPP. . I.PVGEI.YKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTL 304
T L A M I D P L G . i F

1A1Pr
24

A110UG009
M 1445MV
579
D_KCC2

6950
A112UA024
14AR003

MGO35

surjolg ZdIAIS/T-ATH

96
15
11DROO1
00

11FRO01
12JP001
15PH003
21n

E
10THO02
11BRO35

10256_CH256.w96
20523

016
14PK009

8v1d14 5Me4_C5
13ZA152 -
11ZMo06

RJ095

11KE003
G

05V4
10UG004
11UG003
16

06_ANG32
933
F111BRO37
053 nfl

2LeRe
0DuCl

RF11CM0O26
LiEd

0033

LmNe
09KE0O1
060409

KoSa
LeMi

DiAn

U11421
"MP535
10IR.THR48F
DE00111JPOO3

fKSDU26
DE0OQ115PHO12
070SE

0C44951
12NG060304
PKO32
098GN

gen



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

B.FR.83.HXB2

09~ cpx. GH 96,96GH2911
10 Z.96.96TZ BFO61
1 7ch. .95.95(l 16
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17”BF.AR.9 .ARMA038
18 cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
_A2D.KE.99.KER
22°01A1.CM.01.01CM _0001BBY
237BG.CU.03.CB11
24 BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.O1. BREPM16704
31 BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
CN.11.ANHUI WH73

69-01B.JP.05.05]PMYC113SP420

70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

<HHHHH A<M

HIV-1 Proteins

CyPA binding

T--PPV--LP---I---T-
L---PV--LP---L-D

---------- T---PVe-LP--oLo--T-Gooom---

T---PV--LP---L-D-T-G-
L--A----Q0A-ML---S-A-

OMVHOAISPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHOAAMOMLKETINEEAAEWDRVHPVHAGPIAPGQMREPRGSDIAGTTSTLOEOIGW MTN.NPP..TI.
I M---I D S

>

TITTTITRTTe

T-RN-N- .
.--TPQAQGGV

.T- RA N-
LI-K.

oleeiD-l-RK--Ve----

PVGEI.YKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTL
v i F

E<=EEZZET=E=Z=EZ=

ARXRRXRXRAXRXRXRRX

geo

surjold ZdIAIS/T-ATH



(44%

8107 wnipuddwo)) duanbag ATH

101d T-AIH

SUId

sulal04d |-AlH

p24 endVPZ start p2 endvp7 start Zn motif Zn motif p7 endvpl start pl en(L/pﬁ start

B.FR.83.HXB2 RAEQASQEVKNWMTETLLVQNANPDCKTILKALGPAATLEEMMTACQGVGGPGHKARVLAEAMSQV. .. .. .. TN.SATI.MMQR....GNFRN. .QRKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHQMKDCT. . .ERQ. .ANFLGKIWPSYK. . ..GRPGNFLQ 450
Al.CD.02.LAOIAlPr ----- T-A----omemm--- S A... R.I L . P
A1.CM.08.886_24 T H

.15.100"117
Al.KE.ll.gEMK%llKEGGZ
Al:RW:ll:g;MAéllRWOGZ
A1.UG.11.DEMAI10UGA@9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85

. .60000

A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024

AR.14.DEMB14AR003
BR.lO.ngR MgOSS

.13, 9
D0.11.DEMB11DR0OO1
.15.100600
FR.11.DEMB11FROO1
JP.12.DEMB12JP00O1
PH.15.DEMB15PH003
RU.11.11RU21n
.15.102SE
TH.10.DEMB10THO02
.16.2609

BR.1 .DEMCléBR035

1
0
0
5
8.
5.NIRTOO8
9.703010256_CH256.w96
0.10NG020523
1.11NPO16
4 .DEMC14PK009
5.100ET
TZ. 2.707010457 CH457 .w8
3
1
0
3
0
6
1
2
4
0
1

.M0118v1d14 5Me4 C5
.DEMC13ZA152 -
.DEMC11ZMO06

.10BR RJ095
‘LA17MuBo

. DEMD16CMO09
. DEMD11KE003
1077UG

N
=
-
an

B R o e e b e ]
o =lwlvlelelelelelele)]
>EE>EEAB>>

.C06405V4
.DEMD10UG004
.11.DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

WIZIZZZT WPOIIOIZIT IZTIZTIIIIT

I
I
I
I
L
I
I
I
I
I
I
I
I
I
v
I
L-
L
I
I
L
I
I
I
I
I
v
I
I
I
L

[

ES.14.EUR_0033
.LA57LmNe
.09.DEMGO9KEOO1
NG.12.12NG060409

CD.04.LA19KoSa
CF.02.LA25LeMi

CD.03.LA26DiAn
CM.04.04CMU11421

CD.97.97ZR_EQTB11
CM.96.96CM_MP535

1 AE.CM.11.1156 26
1AE.CN.12.DEOOT12CNO11
1"AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3
. fKSDU26
.PH.15.DE00115PHO12
.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.CM240
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

RAARRRARAXR! X1 ARAXR ! RZARAX

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE.09
G.
H.
H.
J.
J.
K.
K.

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
.SE.14.098GN

Py yy=y=y=y=Y=Y=Y=Y=Y=Y=V=YY= =YY
OOOO0OOO00OTITOOTIO OO 1

ARRRRRRARX

surjolg ZdIAIS/T-ATH

gen



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

B.FR.83.HXB2

09~ cpx. GH 96,96GH2911
10 Z.96.96TZ BFO61
1 7ch. .95.95(l 16
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17”BF.AR.9 .ARMA038
18 cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
_A2D.KE.99.KER
22°01A1.CM.01.01CM _0001BBY
237BG.CU.03.CB11
24 BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.O1. BREPM16704
31 BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ranent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

(CN.11.ANHUI WH73
69-01B.JP.05.05]PMYC113SP420

- .10.10BR_PE004
717BF1.BR.10.10BR”PEQO8
~BF1.BR.10.10BR_MG0O2

,DE.01.9196 01
74-01B.MY.10. 10MYPR268
77" cpx.MY.14.14MMNIBBO90

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

p24 endVPZ start

RAEQASQEVKNWMTETLLVQNANPDCKTILKALGPAATLEEMMTACQGVGGPGHKARVLAEAMSQV. ... ... TN.SATI.
D R G S A...

..QPT-S.I.
L.QPT-SII.
.......... AAANQASQELKGGYT -V

.TSAAGGIN.
K- .PSSV

A >0 A= > A A~ >

HIV-1 Proteins

'IIODLRGGYTAVZ

- -AAANQANQDLKGGYT- V:

B . QDLKGGYTAV.
,,,,,,,,,, AAANOASODLKGGYTAV.

p2 endvp7 start
MMQR. ...

Zn motif Zn motif

. . QRKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHQMKDCT . .

p7 endvpl start

.ERQ. ANFLGKIWPSYK
R

. .GRPGNFLQ 450
P

pl en(L/pﬁ start

geo

surjold ZdIAIS/T-ATH



14

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

sulal04d |-AlH

Vpr binding

B.FR.83.HXB2 =~ SRPE............. e VETTT.

m
-

R AR

Al1.CD.02.LAO1ALPr
886_24

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609

m

=]
o
-
©

MMMMMm MMMMm & M MMMMmmmo

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8 N-
703010256_CH256.w96
10NG020523
INPO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMOO6 ~ ----PTAPLQ.......-----A...----F......

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
=

HH D

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

VR

ES.14.EUR_0033
.LA57LmNe
.09 . DEMGOIKEQO1
NG.12.12NG060409

CD.04.LA19KoSa
CF.02.LA25LeMi
CD.03.LA26DiAn
CM.04.04CMU11421
.CD.97.97ZR EQTB11
96.96CM_MP535

R~ 1 W

=
D HA R A

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K
K

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3

GOMMMMM MM MM MM XMMMmmMmmm Mmmmmmmmmm mmmmmmmmmm mmmmmmm

4. fKSDU26
.PH.15.DE00115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
SE.14.098GN

| BHZD> O

VLLVLLVDRWV

oo

Vpr binding
pb end, Gag eni
LYPLTSLRSLFGNDPSSQ*
PP--T--K------- t---

. .EGQGQG.LYP--A--
EGL.....

YP--A--
YP--A--K

surjolg ZdIAIS/T-ATH

gen



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

STe

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18" cpx.CU.99.CU76
19 cpx.CU.99.CU7
207 BG.CU. ule
217A2D.KE.99.KER
22"01A1.CM.01.01CM_0001BBY G-
237BG.CU.03.CB11
247BG.ES.0O X2456 2
25" cpx.CM. 1918LE
26_A5U.CD. 2 19200 MBTB047
27_cpx.FR. 04CD_FR K
28" BF.BR.9 BREPM12609
29 BF.BR.01.BREPM16704
31"BC.BR.04.04BR142
327 06A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJI17

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1 R16
54”01B.MY.09.0 SBO
55°01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 gatlentiA
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR37
59701B.CN.09.09LNA423
60_BC.IT.11.BAV499

61 BC.CN.10.]L100010
627BC.CN.10.YNFL13
63-02A,RU,10. 10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
CN.11.ANHUI WH73

69-01B.JP.05. 05JPMYC113SP420--
10BR_PE004 N

70"BF1.BR.10.
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

N-
N-5 baRdRRE:
N---PRPE.

Vpr binding

HIV-1 Proteins

LzzLz4z=zz0

Vpr binding
po6 end, Gaﬂend

LYPLTSLRSLFGNDPSSO*

.. .Q-KTENSLYP- - -
. .Q-RTENSLYP

oo A- Koo -T-Q#Y--
-------T-QxY--
F--K-I--S-Qkk--

K S E-

geo

surjold ZdIAIS/T-ATH



L14Y

8107 wnipuddwo)) duanbag ATH

101d T-ATH

SUId

B.FR.83.
A1.CD.02

HXB2
.LAQIALPr
1886 24

.100 117
.DEMA111KE002

15.PK034
.DEMA111RW002
13.078SE

-DEMA110UGO09
-01CM_1445MV
.DDI579
.97CD_KCC2

13.PV85

2.60000
11.11RU

A6.RU.11 6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
B.BR.10.10BR MGO35
B.CU.14.14CUD05
B.DE.13.366396
B.DE.13.947915
B.DO.11.DEMB11DROO1
B.ES.15.100600
B.FR.11.DEMB11FROO1
B.JP.12.DEMB12]P001
B.PH.15.DEMB15PH003
B.RU.11.11RU21n
B.SE.15.102SE
B.TH.10.DEMB10TH002
B.US.16.2609
C.BR.11.DEMC11BRO35
C.CN.10.YNFL19
C.DE.10.622166
C.ES.15.100 118
C.ET.08.ET104
C.IN.15.NIRT008
C.MW.09.703010256_CH256.w96
C.NG.10.10NG020523
C.NP.11.11INPO16
C.PK.14.DEMC14PK009
C.SE.15.100ET
C.TZ.08.707010457 CH457.w8
C.US.14.M0118v1d14 5Me4 C5
C.ZA.13.DEMC13ZA152 -
C.ZM.11.DEMC11ZMO0O6
D.BR.10.10BR RJ095
D.CD.03.LA17MuBo
D.CM.10.DEMD10CMOO9
D.CY.06.C
D.KE.11.DEMD11KEOO3
D.SE.12.077UG
D.TZ.04.C06405V4
D.UG.10.DEMD10UGO04
D.UG.11.DEMD11UGO03
D.YE.02.02YE516
F1. .A0_06_ANG32
F .ARE933
F .EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

8.D88 845
.DEMF210CM00O7

.DEURF11CM026

.LA23LiEd
8.789 10
.DEMG10CMO08
.GX 2084 08
.223GX
.EUR_0033
.LA57LmNe
09.DEMGO9KEQO1
.12NGO60409
.LA19KoSa
.LA25LeMi
.LA26DiAn
.04CMU11421
.97ZR_EQTBI11
.96CM_MP535

.11.1156 26

.12.DEOOT12CNO11
.10.10IR.THR48F
.11.DE00111JP0O0O3

4. fKSDU26
.15.DE0O115PHO12
2.070SE
.10.DE0O110THOO1
.11.40436v09_04
.90.CM240 —
.10.DE002106CMO13
.701114
.12.12MHI11 10746
. 12MHR9
.x.P0C44951
.12.12NG060304
.x. IBNG

.15 PK032
-12.098GN

Pol start

:Gag—Pol TF start
FFREDLAFLQ. ...

N---Q-
oo T---P-

. RE-----P--D-

RE---L-P----
XE---L-X--X-

sulal04d |-AlH

Gag-Pol TF endvpmtease start
..QG TVSFNFPQVTLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMSLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKA
i Q K

Vi
.G--L-C-
VS-LD---I-

KIE- - -K-
SIN---K-
K

-ID---X-
SIN---K-
SIN---K-

w
VLLOVLLLLLLVUKWL

%)

--2AS
T .

127

surjolg ZdIAIS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

LTE

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99
207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

Pol start

:Gag—Pol TF start
FFREDLAFLO....

E
E--K:PP--A-AKAR

.:HE--OLCT TS6

. .RET-KLPPDNNKER
.RET-KLPPDNNKEG.

.QE--QLCT-TST.
.QE--QLCT-TST.

THPLVG....VQT-
T-VPIVERGIKET- - LPGK-EG.
V--5GG. .. .HE--QLCA- AST..
----N--SGG....QE--QLCA-ASA

p---A- o
PooV- ANSSGOAR. .

-LCA-HP- EREE.

HIV-1 Proteins

Gag-Pol TF endvpmtease start
TVSFNFPQVTLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMSLPGRWKPKMIGGIGGFIKVRQYDQILIEICGHKA
IS I A K

“KE- -NVAV- -E-REV
--WIVD-Q-R--

VDNLP Eevrmmmmmmmmmmmmeem KEFEEVKX- -E-RQV

Vop- SL--I---D--VIPV-
16T -T-KXFEXVKV - -E-REV

-HIC
P-ZL--I---D--VIPVRV--HIC--

LAL-ICL--IP--D
S S U B = e

1od

surjold ZdIAIS/T-ATH



1149

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

sulal04d |-AlH

K70R
protease en(L/p66, p51 RT start M41L D@_]NH D110 catalytic site
B.FR.83.HXB2 IGTVLVGPTPVNIIGRNLLTQIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGL . KKKKSVTVLDVGDAYFSVPLDEDFRKYTAFTIPSINNETPG 296
Al1.CD.02.LAO1ALPr ---- M M T
A1.CM.08.886_24

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609

surjolg ZdIAIS/T-ATH

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8
703010256_CH256.w96
10NG020523

INPO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
-

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

ES.14.EUR_0033
.LA57LmNe
.09 . DEMGOIKEQO1
NG.12.12NG060409
CD.04.LA19KoSa
CF.02.LA25LeMi
CD.03.LA26DiAn
CM.04.04CMU11421
€D.97.97ZR EQTB11
96.96CM_MP535

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3

4. fKSDU26
.PH.15.DE00115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
SE.14.098GN

1o0d



K70R

protease en(L/p66 p51 RT start M41L D67N D110 catalytic site

8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

6C¢

B.FR.83.HXB2

09~ cpx. GH 96,96GH2911
10 Z.96.96TZ BFO61
1 7ch. .95.95(l 16
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17”BF.AR.9 .ARMA038
18 cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
_A2D.KE.99.KER
22°01A1.CM.01.01CM _0001BBY
237BG.CU.03.CB11
24 BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.O1. BREPM16704
31 BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
CN.11.ANHUI WH73

69-01B.JP.05. 05JPMYC113SP420
10BR_PE004

70"BF1.BR.10.
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

HIV-1 Proteins

I A

IGTVLVGPTPVNIIGRNLLTOIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTODFWEVOLGIPHPAGL KKKKSVTVLDVGDAYFSVPLDEDFRKYTAFTIPSINNETPG
M L---T R I K

Bl
ooDoO IO

1od

surjold ZdIAIS/T-ATH



(1139

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
A1.CD.02.LAO
. .886

1AlPr
24

. .100 117
Al.KE.11.DEMA111KE002

=]
o
=
©

o
m
R
—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.Cl
K

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

15.PK034
.DEMA111RW002
13.078SE

-DEMA110UGO09
-01CM_1445MV
.DDI579
.97CD_KCC2

13.PV85
2.60000
11.11RU

6950
.DEMA112UA024

.DEMB14AR003
4.%GBR MGO35

4CUBO5
366396

.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001
.DEMB15PH003
.11RU21n
5.102SE
.DEMB10TH002
2609
.DEMC11BR0O35
NFL19

NIRTOO8

10NG020523
INPO16

DEMC14PK009

DEMC13
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

C06405V4
DEMD10UG004
DEMD11UG003

.02YE516

.AQ_06_ANG32
-ARE933
-DENF111BR037
-VAB953 nfl

.LA22LeRe
.LA26DuCl

8.D88 845
.DEMF210CM00O7

.DEURF11CM026

.LA23LiEd
8.789 10
.DEMG10CMO08
.GX 2084 08
.223GX
.EUR_0033
.LA57LmNe
9.DEMGO9KEOO1
.12NGO60409

.LA19KoSa
.LA25LeMi

.LA26DiAn
.04CMU11421

.97ZR_EQTBI11
.96CM_MP535

AE.CM.1

1.1156_26
.12.DEOOT12CNO11

AE.IR.10.10IR.THR48F

.11.DE00111JP0O0O3

703010256_CH256.w96

100ET

707010457 CH457.w8

M0118v1d14 5M04 C5
ZA152 -

4.
PH.15.
2.

PK.15.
SE.14.

.X.P
.NG.12.
.NG. x.IBNG

fKSDU26
DE0OQ115PHO12
070SE

.DEGO110THOO1
140436v09_04

.CM240
.DE00210CMO13
.701114
.12MHI11 10746
. 12MHR9 ~

0C44951
12NG060304
PKO32
098GN

sulal04d |-AlH

polymerase motif K219Q
MI 84V T215Y
IRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAELELAENREILK
------------------------------- A»--E----»»V------»----E--»--Q-K--A»--S--F-»-------»--------»-------»---Q---»--------»-------»-----A-»»-E-----»--A----B-V------»-------»---

> >nor—HEO

D---AK--GL

DIV---K-

DIV---A-
DIV---A-

>rrr>r>rrI>>

466

surjolg ZdIAIS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

1€€

B.FR.83.HXB2

09~ cpx. GH 96,96GH2911
10 Z.96.96TZ BFO61
1 7ch. .95.95(l 16
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17”BF.AR.9 .ARMA038
18 cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
_A2D.KE.99.KER
22°01A1.CM.01.01CM _0001BBY
237BG.CU.03.CB11
24 BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.O1. BREPM16704
31 BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

x.CN.10.YNFLO1
N.11.ANHUI HF115
N.11.ANHUI WH73

69-01B.JP.05.05]PMYC113SP420

70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

polymerase motif K219Q
M 184V T215Y
IRYOYNVLPOGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGOHRTKIEELRQHLLRWGLTTPDKKHOKEPPFLWMGYELHPDKWTVOPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAELELAENREILK
Q-Q A

-D-----H--VI-
-D----D--E-E-

HIV-1 Proteins

466

1od

surjold ZdIAIS/T-ATH



(4%

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

sulal04d |-AlH

p51RT en(LJJIS RNase H start

B.FR.83.HXB2 EPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPF . KNLKTGKYARMRGAHTNDVKQLTEAVQKITTES IVIWGKTPKFKLPIQKETWETWWTEYWQATWI PEWEFVNTPPLVKLWYQLEKEPTVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 635
A1.CD.02.LAQ1ALPr N G-R-S Voo e oVGoGmmmmmmmmmmmm e A--M-H----o- o [ M----- T-D------- S-AE A--H 632
AL.CH.08.886 24 S R W L S S

.100°117
ALLKE 11 DEMAL11KEO02
Al:RW:ll:g;MAéllRWOGZ
A1.0G.11.DEMA110UG009
AZ.CM.01.01CM 1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85

. .60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024

AR.14.DEMB14AR003
BR.lO.ngR MgOSS

surjolg ZdIAIS/T-ATH

.13, 9
D0.11.DEMB11DR0OO1

.15.100600
FR.11.DEMB11FROO1
JP.12.DEMB12JP00O1

PH.15.DEMB15PH003
RU.11.11RU21n

.15.102SE
TH.10.DEMB10THO02
.16.2609

BR.1 .DEMCléBR035

1

0

0

5

8.

5.NIRTOO8

9.703010256_CH256.w96

0.10NG020523

1.11NPO16

4 .DEMC14PK009
5.100ET

TZ.08.707010457 CH457.w8
4.M0118v1d134 5M04_C5
3 ZA152 -
1
0
3
0
6
1
2
4
0
1

.DEMC13
.DEMC11ZMO06

.10BR RJ095
‘LA17MuBo

. DEMD16CMO09
. DEMD11KE003
1077UG

N
=
=

.C06405V4
.DEMD10UG004
.11.DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
. ARE933 -- Q
-DEMF111BR037 D----2%
.C vQ
-VA8®53 nfl
.LA22LeRe
-LA26DuCl
8.D88 845

.DEMF210CMO@7
-DEURF11CMO26
€D.03.LA23LiEd

-I---R---R----DV---D-

108.789 10
CM.10.DEMG10CMOO8 “I---R---R----DA---D-
1GX_2084 08 R

ES.14.EUR_0033
.LA57LmNe
.09.DEMGO9KEOO1
NG.12.12NG060409

CD.04.LA19KoSa
CF.02.LA25LeMi

CD.03.LA26DiAn
CM.04.04CMU11421

CD.97.97ZR_EQTB11
CM.96.96CM_MP535

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3
. fKSDU26
.PH.15.DE00115PHO12
.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.CM240
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE.09
G.
H.
H.
J.
J.
K.
K

2020202020 70 20 0 0 0

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
.SE.14.098GN

CUUDU0D ! DUDUDDUD000D

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

(3%

p51RT en(LJJIS RNase H start
B.FR.83.HXB2 EPVHGVYYDPSKDLIAEIOKOGQGQWTYOIYOEPF KNLKTGKYARMRGAHTNDVKQLTEAVOKITTESIVIWGKTPKFKLPIOKETWETWWTEYWOATWIPEWEFVNTPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNOKTELQ 635
02 AG.SN 13. 9580 ---- K \ L R D---M D D S--E

09~ cpx. GH 96,96GH2911
10 Z.96.96TZ BFO61
1 7ch. .95.95(l 16
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17”BF.AR.9 .ARMA038
18 cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
_A2D.KE.99.KER
22°01A1.CM.01.01CM _0001BBY
237BG.CU.03.CB11
24 BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.O1. BREPM16704
31 BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ranent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
CN.11.ANHUI WH73

DoUDOUTooX

717BF1.BR.10.10BR”PEQO8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

Ex CN.12.DH32
88 BC.CN.05.05YNRL25sg
90 BF1.BR.11.BRG06043
CM.96.LA51YBF35 A
CM.96.LA52YBF39 A
CM.99.99CMU4122 A
CM. x.pCM02_3 A
ES.01.Read25 HIV_ GroupO A
FR.06.RBF206_ A
GA.lO.lGGabllQO A
GA.11.11Gab6352 A
SN.99.995E7MP1300 A
US.10.LTNP -Q-D--IWVN- . - A
CM.15.54858 --G-E---D- . A
FR.11.N1_FR 2011 e---------K--S- A
CM.OG.U14788 D [P OKAT----IR--A VI--VSO -------- L---R--VNRNV I E----- A
. .RBF168 EH.- T----IR--A-VI--TSQ- -L---R--VNRSM- SD S A
CPZ TZ 06.TAN A
CPZ.US.85.US Marllyn A
GOR.CM.12.SIVgor BQID2 -Q-D---WVN- E . -QKVS----IR--A-VI--VSQ- -L------VTR----A-- EQ-K--IIK-EE- A
GOR.CM.13.SIVgor BPID15 --R-----Q-E-E--VD----- E------- F--EH.---------- QKAT----IR--A-VI--VSQ-------- L———R——VNRTL——A——SD ——————————— Y-S----T-vnnm--- D--PET-----cmmcmcmeaieo o D----- I-K-EG----- A

TT ZZ 0000000000

EH=m
o
!
2

=N

HIV-1 Proteins

1od

surjold ZdIAIS/T-ATH



pee

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

sulal04d |-AlH

p66 RT, p15 Rnase H endvp3l Integrase start

B.FR.83.HXB2 AIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLFLDGIDKAQD . EHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKVILVAVHVASGYIEAEVI 804
S .D

Al1.CD.02.LAO1ALPr
886_24

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8
703010256_CH256.w96 --Q-
10NG020523 Q
INPO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N

=

=
VNZONZIZVO NLNZITVNRVWN

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

MM MMMMMMMMM MmMmMmmmmmmm mmmmmm

ES.14.EUR_0033
.LA57LmNe
.09 . DEMGOIKEQO1
NG.12.12NG060409
CD.04.LA19KoSa
CF.02.LAZ5LeMi ~ meeemmemmmemeemmeemeeoeeoo
CD.03.LA26DiAn  -----
CM.04.04CMU11421
€D.97.97ZR EQTB11
96.96CM_MP535

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3

4. fKSDU26
.PH.15.DE00115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

H< << H<HH

-X,P0C44951
NG.12. 12NG060304
ING. X, IBNG
"PK.15.PK032
SE.14.098GN - R--E-D----§emmommoooooiioiii§o - Tooiiiiio-

MMMMMMMMmMmmmmmmmmmmm

surjolg ZdIAIS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

See

B.FR.83.HXB2

09~ cpx. GH 96,96GH2911
10~ Z.96.96TZ BF0O61
1 7ch. .95.95CM 1816
12°BF.AR.99.ARMA
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 .ARMA038
18" cpx.CU.99.CU76
1 7ch.CU. 9.CU7
207°BG.CU.99.Cull
—A2D.KE.99.KER
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB11
247BG.ES.08.X2456 2
25" cpx.CM. 918
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.11FIR164
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57"BC.CN.O .09YNLX ng
58”01B.MY.09.0
59701B.CN.09. 09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
CN.11.ANHUI WH73

70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

p66 RT, p15 Rnase H endvp3l Integrase start
AIYLALQDSGLEVNIVTDSQYALGIIOAOPDQSESELVNQIIEOLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLFLDGIDKAOD EHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAMHGQVDCSPGIWQLDCTHLEGKVILVAVHVASGYIEAEVI 804
H S N . R I I

VLLTLLLVLLWN

nuZLRNLLLLWN

L AHLVLLLWN

HIV-1 Proteins

1od

surjold ZdIAIS/T-ATH



9¢E

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

sulal04d |-AlH

B.FR.83.HXB2
Al1.CD.02.LAO1ALPr
886_24

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

PO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
-

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) m

ES.14.EUR_0033
.LA57LmNe
.09 . DEMGOIKEQO1
NG.12.12NG060409
CD.04.LA19KoSa
CF.02.LA25LeMi
CD.03.LA26DiAn
CM.04.04CMU11421
€D.97.97ZR EQTB11
96.96CM_MP535

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3

4. fKSDU26
.PH.15.DE00115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

-
RRXRXR t RARXRXRARRXXRARNXX

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
SE.14.098GN

iciiciacheciaciy -2 il = i

>rrrrrrrr>r>I>PprII>>>>

NI

nzunzun=z=z=z=
00 44444+ -+ cooooco00o

surjolg ZdIAIS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

LEE

B.FR.83.HXB2

09 cpx. GH 96.96GH2911
10 Z.96.96TZ BFO61

1 7ch. 95C] 16
12°BF.AR.99.ARMA

13" cpx.CM. 96 96CM 1849
147BG.ES.05.X1870"
15_01B.TH 99TH MU2079
16_A2D.KR KRDO4

247BG.ES.08.X2456 2

- .99 BREPMI2699
297 BF.BR.01 . BREPI16704
:BR.04.04BR142

3270646 EE. 01, EE0369

33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

Ex CN.12.DH32

88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM.x.pCMO2_3

FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06.TAN
CPZ.US.85.US Marllyn
GOR.CM.12.SIVgor BQID2
GOR.CM.13.SIVgor BPID15

TT ZZ 0000000000

.CM.02.1918LE
26_A5U.CD.02.02CD_MBTBO47
.04.04CD_FR KZS

.CN.11.ANHUI WH73
69 01B.JP.05.05JPMYC1135P420
. 10BR _PE004

ES.Ol?ReadZS HIV_GroupO

HIV-1 Proteins

A
A
A
A
A
A
A
A
A
A

PAETGOETAYFLLKLAGRWPVKTIHTDNGSNFTGATVRAACWWAGIKOEFGIPYNPQSOGVVESMNKELKKIIGQVRDOAEHLKTAVOMAVFIHNFKRKGGIGGYSAGERIVDIIATDIOTKELQKOITKIQNFRVYYRDSRNPLWKGPAKLLWKGEGAVVIODNSDIKV
I L I S D

OOo0oOMOOOO

974

1od

surjold ZdIAIS/T-ATH



1%

8107 wnipuddwo)) duanbag ATH

101d T-ATH

SUId

B.FR.83.

A1.CD.02.

HXB2
LAO
88

1A1Pr
24

.100 117
.DEMA111KE002

-DEM
.01C
.DDI
.97

15.PK034
.DEMA111RW002
13.078SE

A110UG009
M 1445MV
579
D_KCC2

13.PV85

=]
o
=
©

o
m
R
—ww

]
T

il

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

2.60000
11.11RU

.DEM

.DEMB
.10BR
4.1

6950
A112UA024
14AR003

MGO35

4CUBO5

3663

.9479
.DEMB
5.1006
.DEMB
.DEMB
.DEMB
.11RU
5.102S
.DEMB
2609
.DEMC

INP
DEMC
Mo1l

DEMC
DEMC

10BR
LA17
DEMD
DEMD
077U

C064
DEMD
DEMD

.02YE5

.AO
.ARE
.DEM
.C
.VAO
.LA2
.LA2

.DEU

.LA23
8.789
.DEMG
.GX_2!
.EUR
.LA57
09.DEMG
. 12NG

.LA19
.LA25

.LA26!
. 04CM

.97ZR EQTB11
.96CM

AE.CM.1

1
.12
J11.

4.
.15.

.X.P
.12,

96

15
11DROO1
00
11FRO01
12JP001
15PH003
21n

E
10THO02
11BRO35

NIRTOO8
703010256_CH256.w96
10NGO:

20523
016
14PK009

100ET

707010457 CH457.w8

8v1d14 5Me4_C5
ZA152 -

13
11ZMo06
RJ095

MuBo
10CMOO9

11KE003
G

05V4
10UG004
11UG003
16

06_ANG32
933
F111BRO37
053 nfl

2LeRe
0DuCl

8.D88 845
.DEMF210CM00O7

RF11CM0O26
LiEd

10
10CMo08
03408

0033
LmNe
09KE0O1
060409

KoSa
LeMi

DiAn
U11421

"MP535

.1156_26
.DEQOI12CNO11
AE.IR.10.

10IR.THR48F
DE00111JP00O3

fKSDU26
DE0OQ115PHO12
070SE

.DEGO110THOO1
140436v09_04

.CM240
.DE00210CMO13
.701114
.12MHI11 10746
. 12MHR9 ~

0C44951
12NG060304

.x. IBNG

15,
1a.

PKO32
098GN

sulal04d |-AlH

p31 Integrase end
Pol emi

*

surjolg ZdIAIS/T-ATH

1o0d



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

6£€

B.FR.83.HXB2

.ES. 70
15_01B.TH. 99THDMU2079

16_A2D.KR.97.9

17 BF.AR.9 ARMA038

18 cpx.CU.99.CU

19 cpx,CU.99

207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389

39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

x.CN.10.YNFLO1
.CN.11.ANHUI HF115
68_01B.CN.11.ANHUI WH73

69 01B.JP.05.05JPMYC1135P420

70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
867BC.CN.13.15YNH518

Ex CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

p31 Integrase end
Pol emi

LA AA A >

OO i

X-SM-XG-T-GESMEQPGETP-
777777777777777777 N---DT-G-SESLEQSGQVS-

HIV-1 Proteins

1od

surjold ZdIAIS/T-ATH



ore

8107 wnipuddwo)) duanbag ATH

101d T-AIH

SUId

sulal04d |-AlH

Vif start
B.FR.83.HXB2 MENRWQUMIVWQVDRMRIRTWKSLVKHHMYVSGKARGWFYRHHYESPHPRISSEVHIPLG. D . AR . LVITTYWGLHTGERDWHLGQGYSTEWRKKRYSTQVDPELADQLIHLYYFDCFSDSATRKALLGHIVSPRCEYQAG. HNKVGSLQYLALAALT . . . . . T.PKKIK
A1.CD.02.LAQIALPr c-eeeeeeeeeeeeoeoo I-H-------- I-K--KD--------- R---V--nnnon- I-i--Ko-oVemmooooann K----- He-mmmm- L---N----- D----mn-- [T VR I--QV-R----- PT-.-Kemmommmenn K-- .
A1.CM.08.886_24 . LRK D ---S-A--T- -

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609

<<<< < < <<<<<<<<<

R X I RXRXRXXDIX

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8
703010256_CH256.w96
10NG020523

INPO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
-

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

AR A—A—A—A—A A=A A=A~ A—A—A—A A A A A~ A A A A A~~~

K--

ES.14.EUR_0033

.LA57LmNe
.09.DEMGOIKEQO1
NG.12.12NG060409
CD.04.LA19KoSa
CF.02.LA25LeMi
CD.03.LA26DiAn
CM.04.04CMU11421
CD.97.97ZR_EQTB11 Yeounn- K--NR-R
96.96CM_MP535

Zzzzz=z=z=z===2=
=
<

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

AE.CM.11.1156_26 K
_AE.CN.12.DEGOT12CNO11 -K--KN-S
AE.IR.10.10IR.THR48F -K--KK- -

> XX >>
=
b
=

--I--EV-R p
I--QV-RC----PS-

Q
--D---R---IQ--E- R
G-I--KV-R---X-PS-

--D---R----Q------ET-

_AE.JP.11.DE00111JP0O3
.14. fKSDU26

.PH.15.DE00115PHO12

2.070SE

TH.10.DE0O110THOO1

.TH.11.40436v09_04
.90.CM240 —

.CM.10.DE00210CMO13
.09.701114

.KR.12.12MHI11 10746

. 12MHR9

=
=

ZRARRRRARRARNRIAXNL
ROV TORTTORRMX
<n L <L=<L

A3

<<<<<<<<<—AA—A—AD—A—A——< <

P <

.x.P0C44951 --
.NG.12.12NG060304
.NG. x.IBNG
.PK.15.PK032
SE.14.098GN

RRZDREXRRARXRIRXRRDIXARARN —— —— =

surjolg ZdIAIS/T-ATH

JA



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

re

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99
207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

Ex CN.12.DH32

88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM.x.pCMO2_3

FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06.TAN
CPZ.US.85.US Marllyn
GOR.CM.12.SIVgor BQID2
GOR.CM.13.SIVgor BPID15

TT ZZ 0000000000

.CN.11.ANHUI WH73
69 01B.JP.05.05JPMYC1135P420
. 10BR _PE004

ES.Ol?ReadZS HIV_GroupO

Vif start

reESreeeeee

ﬁENRWOVMIVWOVDRMRIRTWKSLVKHHMYVSGKARGWFYRHHYESPHPRISSEVHIPLG.
N

KV---T--nn-

nono<noono<
<<=<=<=< 1 <<=

PR 1 << I<<IrOII<IT

Proteins

< <<<<<=<<<<O
INSENGE

E.
S.
E.
E.
A.
E.
.P.
K.

.AR.

QY-K-K--I---T--RI--Q---T---E-
-LRK-R M-- oo -FenoN--TA-

VLLVVLVVVLNUV
5 OO0

o A A A A~

AR—A—A—A———

AXRXRRAARAA—ARRXARRXXARN

AT A

g0

. PKKIK

3

surjold ZdIAIS/T-ATH



we

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.
A1.CD.02

HXB2
.LAQIALPr
1886 24

.100 117
.DEMA111KE002

15.PK034
.DEMA111RW002
13.078SE

-DEMA110UGO09
-01CM_1445MV
.DDI579
.97CD_KCC2

13.PV85

=]
o
=
©

o
m
R
—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

2.60000
11.11RU

6950
.DEMA112UA024

.DEMB14AR003
4.%GBR MGO35

4CUBO5
366396

.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
.DEMB12]P001
.DEMB15PH003
.11RU21n
5.102SE
.DEMB10TH002
2609
.DEMC11BR0O35
NFL19

NIRTOO8
703010256_CH256.w96
10NG020523

INPO16
DEMC14PK009

100ET

707010457 CH457.w8
M0118v1d14 5M04 C5
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

C06405V4
DEMD10UG004
DEMD11UG003

.02YE516

.AQ_06_ANG32
-ARE933
-DENF111BR037
-VAB953 nfl

.LA22LeRe
.LA26DuCl

8.D88 845
.DEMF210CM00O7

.DEURF11CM026

.LA23LiEd
8.789 10
.DEMG10CMO08
.GX 2084 08
.223GX
.EUR_0033
.LA57LmNe
09.DEMGO9KEQO1
.12NGO60409

.LA19KoSa
.LA25LeMi

.LA26DiAn
.04CMU11421

.97ZR_EQTBI11
.96CM_MP535

AE.CM.1

1.1156_26
.12.DEOOT12CNO11

AE.IR.10.10IR.THR48F

-11.DE00111JP003
4.7KSDU26
.15.DE00115PHO12
2.070SE
-10.DE00110THO01
.11.40436v09_04

.90.CM240
.CM.10.DE0O210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9 ~

.x.P0C44951
.12.12NG060304
.x. IBNG
.15.PK032
.14.098GN

N =

<< << <<<<<

-S--IRD

--E-P-
-KE-P--S-
PS

sulal04d |-AlH

Vif emL

surjolg ZdIAIS/T-ATH

JA



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

1349

B.FR.83.HXB2

.ES. 70
15_01B.TH. 99THDMU2079

16_A2D.KR.97.9

17 BF.AR.9 ARMA038

18 cpx.CU.99.CU

19 cpx,CU.99

207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2

25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389

39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46°B .BR.O'.07BR FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

x.CN.10.YNFLO1
.CN.11.ANHUI HF115
68_01B.CN.11.ANHUI WH73

69 01B.JP.05.05JPMYC1135P420

70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
867BC.CN.13.15YNH518

Ex CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

Vif emL

[oYoteloYoloeYaYa)

S-S-CYKP.
S-S-CYKP.

-Q-- RYPRIRDQLE- -S- - - -WKFWKN-
—————— TR U L T o R

HIV-1 Proteins

3

surjold ZdIAIS/T-ATH



144

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
.LAQIAlPr - P---YQ
.886 24 Y

A1.CD.02

=]
o
=
©

o
m
R
—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.
K

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

11007117
-DEMA111KEG02
15.PK034
-DEMA111RW002
13.078SE
"DEMA110UG009
-01CM_1445MV
.DDI579
.97CD_KCC2
13.PV85
2.60000
11.11RU6950
-DEMA112UA024
.DEMBL4ARQO3 ~ --es----eooe-
"10BR_MGO35
4.14CU05
13663
19479
-DEMB11DROO1
5.100600
\DEMB11FROO1
'DEMB12JPOO1

.DEMB15PH003
.11RU21n

5.102SE
.DEMB10TH002
2609
.DEMC11BR0O35
FL19

.AO

LEUR
.LA57LmNe
09.DEMGO9KEQO1
. 12NG

.LA19KoSa
.LA25LeMi
.LA26DiAn
.04CMU11421
.97ZR_EQTB11
.96CM_MP535

.11
.12

NIRTOO8 -
703010256_CH256.w96 - -
10NGO:
INPO16
DEMC14PK009

100ET

707010457 CH457.w8 ---P-
M@118v1d13 5M@4 C5 ---P-
DEMC13ZA152 -
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG
C06405V4
DEMD10UG004
DEMD11UG003
.02YE5

-ARE933
-DENF111BR037
-VAB953 nfl

.LA22LeRe
.LA26DuCl

8.D88 845
.DEMF210CM00O7

.DEURF11CM026

.LA23LiEd

8.789 10
.DEMG10CMOO8
.GX_2084_08
224GX

.1156_26
.DEQOI12CNO11
.10.
J11.
4.
.15.
.DE0O110THOO1
.40436v09_04
.CM240
.DE0O210CMO13
.701114
.12MHI11 10746
. 12MHR9
.X.P
.12,
.x. IBNG
.15,
.14.

sulal04d |-AlH

amphipathic o-helix H(S/N)RIG motifs
oligomerization Vpr end in HXB2

Vpr start

frameshift in HXB2, o Vprend

ﬁEQAPEDQGPOREPHNEWTLELLEELKNEAVRHFPRIW.LHGLGQHIYETYGDTWAGVEAIIRILQQLLFIH#FRIGCRHSRIGVTRORR....ARNGASRS*

96
15

20523 ---P-
o-.-P-

13

16
06_ANG32

0033

060409

10IR.THR48F
DE00111JP00O3

fKSDU26
DE0OQ115PHO12
070SE

0C44951
12NG060304
PKO32
098GN Y

T TMTITTMTMM<< T Z

------ N-H-==<E---Ve=-MemoaaoVe,omaeaQm----1I1
T v Q

—<TUTUUCUUTUUUT
mmmm<mmmmmr—

---R--G-----P-.
-R- P

surjolg ZdIAIS/T-ATH

ada



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

She

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99
207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

Ex CN.12.DH32

88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM.x.pCMO2_3

FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06.TAN
CPZ.US.85.US Marllyn
GOR.CM.12.SIVgor BQID2
GOR.CM.13.SIVgor BPID15

TT ZZ 0000000000

.CN.11.ANHUI WH73
69 01B.JP.05.05JPMYC1135P420
. 10BR _PE004

ES.Ol?ReadZS HIV_GroupO

amphipathic o-helix
oligomerization

Vpr start

H(_S/N)RIG motifs

Vpr end

MEQAPEDQGPOREPHNEWTLELLEELKNEAVRHFPRIW LHGLGQHIYETYGDTWAGVEAIIRILQQLLFIH#FRIGCRHSRIGVTRORR ..ARNGASRS;

____________________________________________________________________________

<X <<= 1 <<

HIV-1 Proteins

teGe--SG---

INPTNTRGRGR-
INPSSTRGRGR-

ILTPS-R
ILPPS-R..GR-H-

97

VOOOODROO0
At S ettt

adp

surjold ZdIAIS/T-ATH



e

8107 wnipuddwo)) duanbag ATH

101d T-AIH

SUId

sulal04d |-AlH

;l“at start C-rich region nuclear localization exon 1 enq\fxon 2 start Tat enq\
B.FR.83.HXB2 MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCF.HCQVCFITKALGISYGRKKRRQR. .
Al.CD.Oz.géolAkPr

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915 .
.DEMB11DROO1 . VG......
5.100600 . Vv
.DEMB11FROO1
DEMB12]P001

. DEMB15PH003
11RUZ1n

5.102SE
.DEMB10TH002
2609

...l PV-E-SLP.
GTP-SNKD- -N v .PVP---LP.
. -TPRSNKD- -N

TEEC < T TX<<K<K<K<<=

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8
703010256_CH256.w96 ---I--
10NG020523

INPO16
DEMC14PK009

100ET
707010457 CH457.w8
MOllSvldlg 5M04_C5

I P.
DEMC13ZA . . .P- P---LPQ-»
DEMC11ZMO06 . .S-PPG-KD--N.......... PI----SP.-A.

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

VLRV T LWLV

N

=

-
=
oo
-l
wn
=m
So
=

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

>rr>r>>>>

ES.14.EUR_0033
.LA57LmNe
.09.DEMGO9KEOO1 G- .
NG.12.12NG060409 G -TPSGNKD- -N .PVP---VP,

CD.04.LA19KoSa . ..-.ETPRGN-D--N HI-E--L-.
CF.02.LA25LeMi N N . LK-G .GTPASL-NN-N . LV----L-

CD.03.LA26DiAn . .T-PPG-KN--D vev..LIP---LP.-T.QR..KQ---E-S--E--SK--P-R--
CM.04.64CMUT1421 -NI---N- -A-PPG-KX--D L. IXVXE--LP.LT.SR.. -Q--E--SKA-PXR

.CD.97.97ZR_EQTB11 -NI---NQ-- .TTPYA-KN-KD . .PIP---LP.
CM.96.96CM"MP535 “TTPY--EN--D CUUUPTRo--L-

AE.CM.11.1156_26 .GTPPG-KD--N . .PVP---LP.I
_AE.CN.12.DEGOT12CNO11 .GT--S-KD--N . .PVPE--LP.
AE.IR.10.10IR.THR48F .-TP-SNKN--D . .PIPE-SLP.
_AE.JP.11.DE00111JP0O3 . .PIPE--FP.
4. fKSDU26
PH.15.DEQO115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K
K

znzzzzz—=z=z=z=

PI .
PP --LP.
PVP---P-.
PVP---LP.
: PVP---LP.
'X.P0C44951 .GSPRS LLLUPVP---LP.
NG.12.12NG060304 - : LUUULVP--LPIT
NG.x. IBNG S R-..-.GTP-5R-D--N L. LLPVP---LP
PK.15.PKO32 --L---N--S- “GTP-SR-D- S.lUILV---SLP.
'SE.14.998GN L-L---N----N T---S| W . GTPPSR-D--D PVP---LP

D---5--E--5K-K
DQ--5--E-ASK-
D---5--E-ASK

v

surjolg ZdIAIS/T-ATH

1eL



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

Lye

Tdt start C-rich region nuclear localization exon 1 end exon 2 start Tat end
d

B.FR.83.HXB2 MEPVDPRLEPWKHPGSQPKTACTNCYCKKCCF HCOVCFITKALGISYGRKKRROR .R.RAHQNSQTHQA.......... SLSKEETS QP.RG. .DPTGPKE+KKKVERETETDPFD............... *
T . Ll .

N-G--------o KH-..-. <e0PVP---LP.TT.--. .NQ---E-S--E-ASK- K- -S-

LI----LP.R
LI---SLP.
PIP---LP.

107C TZ.96.96TZ BFO61
11 CEX.CM. 5.95CM_1816
12”BF.AR.9 A159
13" cpx.CM. 96 96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99.C
20°BG.CU.99.Cu
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179
40”BF.BR.05.05BRRJI0O55
417CD.TZ.05.CO
427BF.LU.03.1uBF_01 03
43702G.SA.03.J11223"
447BF.CL H;
45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50_Al1D.GB.10.12792
51701B.SG.11.11SG HM021
52°01B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09M
55_01B.CN. O.HNCSIGZOS -
56_cpx.FR.10.URF5 Ratlent A D I-
57"BC.CN.O .09YNLX ng -N
58-01B.MY.09.0
59”01B.CN. 9.09LNA423
60_BC.IT.11.BAV499
61 BC.CN.10.JL100010 . .
62”BC.CN.10.YNFL13 .PIP---LP.-I
63”02A.RU.10.10RU6637 .PVP---LP.
64" BC.CN.09. .PI---SLP.
cpx.CN.10.YNFLO1 P -.I
67 01B.CN.11.ANHUI HF115 .PIP---L-.
68_01B.CN.11.ANHUI WH73 P-PX--L-.
69-01B.JP.05.05JPMYC1135P420; .PIPE--LP.
70"BF1.BR.10.10BR_PE004 P
71 BF1.BR.10.10BR”PE0O8
—BF1.BR.10.10BR”MG002
73°BG.DE.01.9196 01
74-01B.MY.10.10MYPR268

77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

.CN.14714CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043

P
E---T-AG-G+YHCLQDSCNCCTRTSGQ

0.CTM.96.LA51YBF35 E

0.CM.96.LA52YBF39 E-E- -K- -DPS* - HRRKGSCHSCTRTSGQ
0.CM.99.99CMU4122 E- - - -K- -GP-+YPCRQVSCICCTRTSGQ
0.CM.x.pCM02_3 E-E- -K- - GPN*HACHKDSCYSCTRTSGQ
0.ES.01.Read25 HIV GroupO E-E- -KKAGPSEPR . CKVSCHCCTRTSEQ
0.FR.06.RBF206_ E----T-AG-G+RLGHQDSCNCCTRT*GQ
0:GA-10.10Gab1100 E-E- - KKAGPG*QHRRKGSCHCCTRTSEQ
0.GA.11.11Gab6352 DR. . KQKRQE - QE - E - -KKAGP - *QPRHKDSCHCCTRTSGQ
0:SN:99.995E WP1300 : © \KHKRQE - QE -E - -K- -GS -RYPRRKDSCHCCTRTSGQ
0.US.10.LTNP P-TASHPD-KD . 'KQERQE- QE - E - - KKAGPGGDHCSKGSWHCCTRTSEQ
N.CM.15.54858 .-TPKS-KS--D PIPE--L-.RQ.Q-..-Q--Q--Q--AL-SK--A--Corrrrrrrrnnn.. -
N.FR.11.N1_FR 2011 .- -PKS-KN--D JIIPE--L-.-Q.H-..1Q--Q--Q--AL-SK--A--C-.. . il 00 1000 -
P-cH.06.U14788 .--DN-N-N--D PV--x-FA.CT.GA. .QQE+HQ-QT- - --KOATA-RS- CHKDYCLSSGTT.
P.FR. .RBF168 .--DN-N-N--D PV--%-LA.+T.GI. QQE*HQ-QT- - - -KQATA-RS-CWTDSCLSSGTT. . . -
CPZ. TZ 06.TAN KFAA-NTSN-D

CPZ.US.85.US Marllyn

GOR.CM.12.SIVgor BQID2 Q-P-N
GOR.CM.13.5IVgor BPID15 IO S SSP-N--F--A--Y.--Y=-LVK-Genmnmmne- GRA..A.-PNN-N-N--D

.LVRO--LP.KR.SR..IQSSOE SQ- E--A ASSGGRPRQQDSSLSSGWTSETS
.P-R---F-.-Q.L-..NQ--Q--Q--AL-KQ-TS-QR-...............

.PVPE--LP.HT.PR. .NQERQ-KQEE- - -K--S-SGLHCHQDSCISYTWTSGQ-
PV--*SLA.*T.GA..*QExHQ-QT----- *-TA-RS-CWTDYYQSSGTI. . . -

.TTAKS-ADN-D

X-AY.--YL--TK-G- .. .AVAASH-GDKD

HIV-1 Proteins

P DO
D=0 PR MR WANRRON

o=
o B

JeL,

surjold ZdIAIS/T-ATH



1 4%

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.

13.PV85
2.60000
11.11RU

=]
o
=
©

o
m
R
—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.1

o
=
-

N
=
-

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K.Cl
K

15.PK034
.DEMA111RW002
13.078SE

.DEMB14AR003 . . . -
.10BR_MGO35 . -G Q QF
4.1 SNH F

.947915

.DEMB11DROO1

5.100600
.DEMB11FROO1

. DEMB15PH003
11RUZ1n

5.102SE
.DEMB10TH002
2609
.DEMC11BR0O35
NFL19

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

.02YE516

8.D88 845
.DEMF210CM00O7

.LA23LiEd
8.789 10
.DEMG10CMO08
.GX 2084 08
.223GX
.EUR_0033
.LA57LmNe
9.DEMGO9KEOO1
.12NGO60409
.LA19KoSa .. -K-LEAIKI--I
.LA25LeMi ..-G-LQVC-I-RI.

.LA26DiAn
.04CMU11421

.97ZR_EQTBI11
6.96CM_MP535
AE.CM.1

AE.IR.10.10IR.THR48F

.90.CM240
.CM.10.DE0O210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9 ~

K.15.PK032

sulal04d |-AlH

Rev start exon 1 end exon 2 start NLS Leu-rich effector domain

~~ _— e c—]
HXB2 MAGRSGDSD CEELIRTVRLIKL.......... LYQSNPPPN. PEG. TRQARRNRRRRWRERQRQIHSISERILGTYLGRSAEPVPLQLPPLERLTLDCNEDCGTSGTQ
A1.CD.02.

LAQ1ALPF <v22--Q----=---A--N--D-L---V-S-C---PE
886_24 A

.100 117
.DEMA111KE002

-DEMA110UGO09
-01CM_1445MV

.DDI579
.97CD_KCC2

< < < <<= << << =<
- X X AXRAMMARN

6950
.DEMA112UA024

4CUBO5
366396

DEMB12]P001

NIRTOO8
703010256_CH256.w96
10NG020523

INPO16
DEMC14PK009

100ET

707010457 CH457.w8
MOllSvldll 5M04_C5
DEMC13ZA152
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

SI-
-I---HIGDS-SG-

T<<<<<<<<=<

C06405V4
DEMD10UG004
DEMD11UG003

.AQ_06_ANG32
-ARE933
-DENF111BR037
-VAB953 nfl

.LA22LeRe
.LA26DuCl

.DEURF11CM026

1.1156_26
©12.DEQOT12CNO11
-11.DEG01111P003
4. fKSDU26
-15.DE0O115PHO12
2.070SE
.10.DEGO110THOO1
-11.40436v09 04

.x.P0C44951
.12.12NG060304
.x. IBNG

>rrrr>rrI>>>

.14.098GN

Rev end

L S---SA--GE-A
A--GT-V--ECH.
---DS--SGGTGML-GE- - - -

surjolg ZdIAIS/T-ATH

A



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

6ve

Rev start

B.FR.83.HXB2 MAGRSGDSD. .

exon 1 end exon 2 start

107C TZ.96.96TZ BFO61

7ch. 5.95CM_1816
12”BF.AR.99.ARMA159
13" cpx.CM. 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99.C
20°BG.CU.99.Cu
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704 ------ F
31"BC.BR.04.04BR142 -1
32706A6.EE.01.EE0369 -1
33°01B.ID.07.JKT189 C -1
34”01B.TH.99.0UR1969P -1
35°AD.AF.07.169H -1
36_cpx.CM.00.00CMNYU830 -1
37 cpx.CM.00.00CMNYU926 NI
38 BF1.UY.03.UY03 3389 -1
39 BF.BR.04.04BRRJ179 ---------..---LK---Y-- I .........

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK

46°B .BR.O'.07BR FPS625

47" BF.ES.08.P1942

48"01B.MY.07.07MYKT021

49" cpx.GM.03.N26677

50"A1D.GB.10.12792

51701B.SG.11.11SG HM021

52701B.MY.03.03MYKLO18 1 --I-
53°01B.MY.11.1 --I-
54”01B.MY.09.09MYSB0O23 --I-
55-01B.CN.10.HNCS102056 --I-
56_cpx.FR.10.URF5 Ranent A --X-
57”BC.CN.09.09YNLX19sg -
58”01B.MY.09.09MYPR -
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
627BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115
.CN.11.ANHUI WH73
69 01B.JP.05.05JPMYC1135P420
70"BF1.BR.10.10BR_PE004
71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090
78 cpx.CN.13.YNTC19
79-0107. CN115 gXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043

0.CM.96.LA51YBF35

0.CM.96.LA52YBF39

0.CM.99.99CMU4122

0.CM.x.pCM02_3

0.ES.01.Read25 HIV_GroupO Q

0.FR.06.RBF206 Q

O.GA.IO.IGGabIIQO N-L
0.GA.11.11Gab6352 Q-VQ.
U.SN.99.995E7MP1300 .QP-L-

0.US.10.LTNP ...R-LQAIQI--I.........
N.CM.15.54858 v -L-A--V-RI..........
N.FR.11.N1 FR 2011 ---L-A--I-RI.
P.CM.OG.U14788 ..R---T-I-I--I

P.FR. .RBF168 ..R---T-I-I--I

CPZ. TZ 06.TAN ..AN-LQ-I-V--I
CPZ.US.85.US Marllyn .-Q-L-A--I--1
GOR.CM.12.SIVgor BQID2 ...Q-LQAIKV--I
GOR.CM.13.SIVgor BPID15 ..QD--T-I-I-RI..........

=i

> 3> — b b K

>rr<<PrrrrI>I>I>I>D>I>I

T e b bt bt < e e e e e e e e

<<= <<= << << <
"o

<rn=<=<=<

;n;f.;.nmmmwmmw

m4 b ome
I
>

>0

=T NM< =V << <TOIIIIOON

HIV-1 Proteins

NLS Leu-rich effector domain
Ll o

d e RN .15 S—
LYQSNPPPN . PEG . TRQARRNRRRRWRERQRQIHSISERILGTYLGRSAEPVPLQLPPLERLTLDCNEDCGTSGTQ. . . . . .. GVGSPQILVESPTVLESGTKE. . . ...
--§--o-Yo---EPVSRDDL-----F---SII-G--R-......

s isc---Ke------A---K-RQ SAC-E-PT---HF------ K-CI
H S PE---L-H

-STRDP-ADQL - E-WTVDSGTKDN*RL - TCWGCN I-ATRIA
S%RDP GDQL - - -WTVDPGTEDN*CL -S-CSFN-I-A-RIEl

VO B> DRDDDDD VDD

--DQ-AG- - -ASR- - -PE- -G
" R--A-VDALAS- - -HYR- -GPQK- P--
KN-----NE--Q---5-C----

Rev end

*)

-GT-

Q CAKEYY. .

QPQGTTE- - - - - -5GK-CA- - G- -A-KEYY . . .
--AD- --56--CAL-G-----

-AI
HPOGTAE---N <V -KKPCA- -G- RA KECY. ..
D---PE GVL GT----

_A--D-
-SG-PSVI-G---XN
G--X
SG--SVI-G---EN.
IL-G

-QPQRTAEK--N- <VFRKPCA- - -~ .
-QSQGTTE- - - -S*-SGKPCA- -G- -A-KEHY. ..
-*-gGKHCAL-g----KERY...

-Q-SIRDS-GDQP-E-WTVDLGTETN+CL-N-YSCN-T-ATRIA- ... ...

...... ATTE*TQN- - -GNNSI-GKRV-R......

K--SE.Q

----- RA------5-C~-GPQ---D-P----D-----TK--5--P- -ESQQGTATTEXIQN- - -GNTSI-GK-V-R. .. .. .-
----- DQ-AG- - IASH- - - PE-LGGAD- -DISQ-HIEDOGPPDN. VDTPGPTTE. . Q+L-AR-LCCWIL-D-RI-T. ... .- X
D- -D-S5- -HIGDQGPPNNPVDTPGPTADQRA+L - AR- LCCVWL -D-RI-TKCN. . .Q
DI-D-SK-H- - PV-HPASPE - GDNQPSRQPSNNT*KHSSRS* TSPVEWQYLC.. . . -
D-P---IGG- - INSE- -STNP- -EHQQGTATVE*TQST - LGGNRL-GK-A-S. . . . . . -
H-.--N--K --R--A- VD--AT---ASLIPGPODNN VE--S--Q-SIQDP- - TKPP- - GTADPRTKD - * - L -NT*GYS - T - ATRIAKKXY . . . -
.Q-PS-NST-------- D----- DQ-AG- - ITNR- - - -E-LGGVD- -DISH-HIGDQRPPEHPVDTPETPTEQ-N*LLER-LGCVWL-GTR-TTECN. . . -

AY

surjold ZdIAIS/T-ATH



0se

8107 wnipuddwo)) duanbag ATH

1014 T-AIH :

SUId

B.FR.83.HXB2
Al1.CD.02.LAO1ALPr
886_24

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
DEMB12]P001

. DEMB15PH003
11RUZ1n

5.102SE
.DEMB10TH002
2609

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8
10NG020523

INPO16
DEMC14PK009

100ET
707010457 CH457.w8
MOllSvldlg 5M04_C5

DEMC13ZA
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
-

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

ES.14.EUR_0033
.LA57LmNe

.09.DEMGO9KEOO1

NG.12.12NG060409

CD.04.LA19KoSa
CF.02.LA25LeMi

CD.03.LA26DiAn
CM.04.04CMU11421

.CD.97.97ZR EQTBI11
CM.96.96CM_MP535

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3
4. fKSDU26
PH.15.DEQO115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K
K

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
PK.15.PK032
.SE.14.098GN

sulal04d |-AlH

transmembrane domain

phos phos
cytoplasmic domain

ypu start

MFSLK

MVNLLEKID. .
MVDLD

MINLAAIVD. .
MLKFIERID.
MTNFLEQVD. .

MVDLG.
703010256_CH256.w96 MLDLVARV
MLESVD

L
MLNLLARVD :
MISLIERVD..

TIG-G--T--F--V-I--T--Y---- L.
Toe---T--SLL--G--TV-Y----

- -FFL-VXA-XVAY - -

L
L
v
L

a-helix a-helix Vpu enq\

. .LRQRKIDRLIDRLIERAE.DSGNESE.GEISAL.

.SKL.----DRDF-A.
E-.ARL.----NYNLG-.DN-
LQL.ID--DYDLGI.

.SKL.ID--DYDLGY.DN
.STL.-D--NYNFGF.
.WAT. - ---NYDLGN.
.STL.I---NYNLGF.
.AGL.IN--NYDLG-.

AAL.G---PFI-G-.
AAL.G---PFV-G- .
AAL.G---PFI-GN.
AAL.G-V-PFV-GN.
.ATL.M---DFD--V.
AKL.----DFDA-V.
“AAL. -DV-DFDL-

"ATL.-D-VEFD--V
"ATL. -DVVEFDL-

ATL.
ATL. .
CATL.-GR-AFD--V.
CATL.-D-VDFE--V.

.SKL.----P-DL-N.
.STL. - -R-QLNLGY.
D.-DTDE-.
.AKL.
LAAL.
.ADI.
LATL.
LAKL.
.AKL.
.AKL.
LAKL.
.AKL.
.AKL.
.AKL.
.AKL.
.AKL
STL.
.STL.
.STL.
E-.STL.
.STL. .D.
“STL.L---PDODILG.
.STL.M---YEYIL-.
.YTL.M-R-NDNVGN.
.STL.M---DDNIL-.YNN-...-

VEMGVEMGHHAPWD . VDDL. . . *

.STL.----NLDF--.
.STL.--V-DDI-LY. -
.STL.M---NLDFL-. -
.STL. -
.SKL. -
.STL. -NL-LL-. -
.STL.MGV-ND-FV-. -
.SAL.

To-ResLe---.
D---LRLL-.

©-D--NLRLL-
-D-E-LGLL-

" -D-DNLRLLV.
.-D--NLRLL-.
.-D--NLRLL-.
.-D--NLRLL-.
.-D---LRLL-.
.-D---LRLL-.

.G---PFI-GN.

I
v

--DFD--V.

--DFD--V.G
v

SKL.

mbb'm?.;é:a'mb'm'm' b
222 X =222

o0

o %0

00000010000

RARR—RRRRE =R —— PR —— RRDRRIRPRRG RRPRRSORRE W—RRR—OHRREN ATIRAIIRERRNIAANDA —RROA IR ARRN RRRR — D RRRPRRGR 19

O\00000 0000 QOO0 GO0

surjolg ZdIAIS/T-ATH

ndA



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

o
=
=]
7]

B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7CEX.C 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15-01B.TH.99. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99
207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.11FIR164
54”01B.MY.09.09MYSB0O23
55°01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 gatlentiA M--LE
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR37
59701B.CN.09.09LNA423
60_BC.IT.11.BAV499

61 BC.CN.10.]L100010
627BC.CN.10.YNFL13
63-02A,RU,10. 10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

.CN.11.ANHUI WH73 MT-LE..
69 01B.JP.05.05JPMYC113SP42@MT-LE. .
. 10BR _PE004 M-SLL..

phos phos

transmembrane domain cyloplasmlc domain
Vpu start a-helix a-helix Vpu enq\
VEMGVEMGHHAPWD . VDDL. . . *

TQPIP....... IVAIVALVVATITAIVVWSIVIIEYRKI. . . .LRQRKIDRLIDRLIERAE . DSGNESE .GEISAL

. . D.-DTEE-.
LISTL.
“AAL.

LATL.
.SAF.M
.S

-A---6----F-A----xI
G

.AO

.AAF.
.AKL.
.AVL.
.AKL.

“SAL.
“SKL.

"ATL.-D--DFDH-V.
STL:M---DFDA-V.G

TTL.M----SN.LA.
EAL.M

STL.

.-D--DFDH-V.

NLRK-LE

ITLITISALLL-N-IL-MFILKQCIEQ
LTLI IIALL--NVI--MFILRK LEQ

ERVI KD.
DR-E-E-LERLR- IRQIED.

M-HKD. ... ... L..LIIVSALLL-NVI--MY-LRK-LEQKRQDR-E-E-LER-RKIR-IRD.

Ll PLGLT--G--L-L-V---VLLYK--K-L....KL-EQ-SYIT..-RD-E-. .

L... LLGFI-VG--F---V-I-VLLYR--K--. .. KV-E--RHIRQ-IRD---.------ .
MH-RD EAVLITIAG-LLLCC--X-GK-LLLVL-E....RERD-FVQRLA-WR-GQ-. -N.
MH-RD. . EAVLIIAG-LL- CI----GK-LLFVL-E . .RERD-FVQRLV-WR--Q-. - -N.
VGSLL. . TNV-GIFCILL-LIGGSLL----IK .R-T-QQQ-VLE---R-LSI ED.E-....
MLNWF. . EIGLI--GIEG-LVVII-GL- ARLW- 0 KIKENT-QE-QN-LE-IRI-E-. -D.

MHYRG. . QIV-II-CALLL-XVLI-MLILKL-LDNKRQDR-E-E-ISRLR-IRXIRD. Y--N.E-EE.
MHYRD....... EIVLLIAG-L-GGCLII-GYLLLYWL-E....RKRDIFVQRVA--RK-Q-.-E-Y--N.E-EE.

HIV-1 Proteins

.EAL.GD--PLVLGN.
...V--D-
“ET-.-D--NLRLL-

L. Fl .

(ST- . D--NLRLL-

"ARL. --V-DFD--V.
- AALIGD-ELLI- &

.SAL.
.STL.
.AKL.
.AKL.
LAKL.
.AKL.
.AKL.

S1Q-V.
.-TL.LSCNKLEQG. .SWV. .. .-
.-TL.LPPDKLDQG. .NWV
...EQL.R-L-.NLLGF.DHV

..EQL.R-L-.NLLGF.GNI-...-

E-......... LNWNNFD-HN. YNPRDWI -
--EEETLAKL..... LSSLEL.DNPRIV. -

{G-VQLVI-GN.
G-V-PFILG-

MD-VDFDS-V.
- -D-E-LRLL-
----NFD--V.G

.SAL. LIN--
.STL.M-V-NY-LL-.

ST—.*DL NLRLL-.AN
L. DFD--V.

.G---PLVLE-.

DNPMFDL -

.R-X.MDLX. -SYGF . YNPMFEL -
.EKL.R-L-.AQLGFAYYM-...-

82
79
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Env start signal peptide endVgpl20 start glycosylation NVT .(;%‘t bmdmg glycosylation NSS
B.FR.83.HXB2 MRVK. EKYQHL . WRWGWRWGTMLLGM. LMIC. ..SAT..EKLWVTVYYGVPVWKEATTTLFéASDAKAYDTEVHNVWATHACVPTDPNPQEVVL.VNVTENFNMWKNDMVEOMHEDIISLWDQSLKP?VKLT PLCVSLKETDLKNDTNT 142
A1.CD.02.LAOQ1AlPr ---M.GTQKSY.ONL ----IVIF-L.VI--....N-...GQ----------A--D- i CEEEE EE E T Q 46
Al.CM.08.88 4 . . . -IT I -RD-E 37
Al.ES.15.100 117 D-E 41
Al.KE.11.DEMA111KE002 D-E 44
Al.PK.15.PK034 D-E 39
Al.RW.11.DEMA111RW002 N-E 39
Al.SE.13.078SE D-K 39
A1.UG.11.DEMA110UG609 . . -D-E 39
A2.CM.01.01CM_1445MV -K-M.GTQRNC. D-E 36
A3.SN.01.DDI579 ---M.GIQRNY. D-E  IPKNFTNTE. 141
A4.CD.97.97CD_KCC2 -K-R.GIQRNS. D-E -QPVNSTN--. 139
A6.BY.13.PV85 -KAR. -MKRNY . D-E SEPRPEPTSA 39
A6.IT.02.60000 -KAR.GMQRNY . QEPNVTNSNDTS. . . 48
A6.RU.11.11RU6950 -KAR.GMKRNY . -AGSNSTSSNNST. . . 47
A6.UA.12.DEMA112UA024 -KAR.GIQRNY. -N---P-PNSTISNS. .. 43
B.AR.14.DEMB14AR003 ----.GIRKNC. -D-I-VPTNCTNT..... 42
B.BR.10.10BR MGO35 E IKVNTTGTNRT. ... 41
B.CU.14.14CUD0O5 N . 40
B.DE.13.366396 36
B.DE.13.947915 43
B.DO.11.DEMB11DROO1 44
B.ES.15.100600 46
B.FR.11.DEMB11FRO0O1 36
B.JP.12.DEMB12]P001 46
B.PH.15.DEMB15PH003 40
B.RU.11.11RU21n 36
B.SE.15.102SE 39
B.TH.10.DEMB10TH002 52
B.US.16.2609 39
C.BR.11.DEMC11BRO35 46
C.CN.10.YNFL19 4
C.DE.10.622166 40
C.ES.15.100 118 39
C.ET.08.ET104 37
C.IN.15.NIRTO08 -R. T 39
C.MW.09.703010256_CH256.w96 ---R. T 45
C.NG.10.10NG020523 ---M.G T 42
C.NP.11.11NPO16 ---R. T 39
C.PK.14.DEMC14PK009 ---R. T 40
C.SE.15.100ET -K-M. T A4
C.TZ.08.707010457 CH457.w8 -K-M.-ILRKW T 39
C.US. 4.M0118v1d11 5M04_C5 ---R. T 42
C.ZA.13.DEMC13ZA152 ---M.GM . T 40
C.ZM.11.DEMC11ZMO06 GILRNY. T- 42
D.BR.10.10BR RJ095 .GTQRNC. T 41
D.CD.03.LA17MuBo GTGRNY T 49
D.CM.10.DEMD10CMOO9 GIKRNY T 41
D.CY.06.C GIKRNY T 42
D.KE.11.DEMD11KEOO3 GMKRNY T 45
D.SE.12.077UG .GIQRNY P 54
D.TZ.04.C06405V4 . -MKRNC T 45
D.UG.10.DEMD10UGO0O4 . -MKKN T 39
D.UG.11.DEMD11UGO03 .GIEKNY. T 42
D.YE.02.02YE516 .GMKRNY . T 40
F1. .A0_06_ANG32 ---M.GMQRNW.QNL .GK--LLF--V. T 37
F1.A .ARE933 .QHL.GK--PLF--I XT 37
F .DEMF111BR0O37 .QHL. T 51
.C .OHL. T 39
.VA0O53 nfl NW.PI-. T 41
.LA22LeRe .OHL. T N 37
.LA20DuCl NW.PHL. T 57
F1 8.D88 845 .QH- .Gl T 43
. .DEMF210CM00O7 .QHL. T 40
. .DEURF11CM026 ---R.GMQRNW. QHL . T-N--NAQKVN-SICT NN..TD 145
G.CD.03.LA23LiEd .GIQRNW.QHL. T . ..o 132
G.CM.08.789 10 .QNL. -K . T 42
G.CM.10.DEMG10CMOO8 LQHL.-T---LIF-L.VI -IT 42
G.CN.08.GX 2084 08 LQHL.-I-WNLI--L.V T 41
G.CN.16.223GX .QHL.-M-WSLIF-L. T 43
G.ES.14.EUR_0033 .QPL. . T 43
G.GW.08.LA57LmNe .PPL T 41
G.KE.09.DEMGO9KEOO1 .Q-L. IT 43
G.NG.12.12NG060409 .QHL. T .. 45
H.CD.04.LA19KoSa . -MQRNY.PNL. . T-N--KVS-N- HA ................. 141
H.CF.02.LA25LeMi .-TQRNC.P-L.--G- SLI---. . T- -S VIRNNTSE..... 142
J.CD.03.LA26DiAn .-TQMNC.QNL. ----L-IF--. <--V--E-------M-.----T-T-SNNVTIKG-SND. 147
J.CM.04.04CMU11421 .-TQRSW ONL.-K--L IF T-N-SHNISTNS-NSR... 147
K.CD.97.97ZR_EQTB11 .-IQRN! .GKR ILF--I T-T--NVT-NRTNANKN. . 145
K.CM.96.96CM_MP535 .GMORNW . -ILF--I. T-N---Y-GTNS-N..... 140
1 AE.CM.11.1156_26 -K--—LII L. Q--V- T-N--NATSTNSS. . . 39
1AE.CN.12.DEOOT12CNO11 .V, Q--V- T-N--EA-PNA-LTE.... 46
1"AE.IR.10.10IR.THR48F Q--V- T-N--KANLTKLANA. ... 46
1"AE.JP.11.DEG0111]P00O3 Q--V- TMN--NVNATNVNAT.... 46
17AE.MM. 14. fKSDU26 Q--V- T-T-SNAHLNNTNTTN. .. 47
1" AE.PH.15.DE00115PHO12 Q--V- T-N- SKANFTKTNNSTG.. 45
1"AE.SE.12.070SE Q--V- T-N--RANLMF - .. 44
1"AE.TH.10.DE00110THOO1 Q--V- T- N»»SATVTNY KV 43
1"AE.TH.11.40436v09 04 Q--V- T- SFo 33
1"AE.TH.90.CM240 Q--V- T-N NAN LTNGSSK. . .. 43
2"AG.CM.10.DEG0210CMO13 T-N-S-TIFRSSSINNS . . 52
2_AG.DE.09.701114 GIQRNY T-N PT S S-NSS... 47
2"AG.KR.12.12MHI11 10746  ---M.-IQRNC T-D 36
2”AG.KR.12.12MHR9 ---R.GIQKNY T-D 41
2-AG.LR.x.P0C44951 ---M.GIQKNY T-D 34
2" AG.NG.12.12NG060304 ---M.GIQRNY T-N 38
2-AG.NG.x.IBNG ---M.GIQKNY. . T-D 38
2"AG.PK.15.PK032 -K-M.GIQKNY.TPL. --G-MIM . . . -T-E 49
2_AG.SE.14.098GN ---R.GIQKSC.PLL.----MIIFWI.I PN G o e | B .--G-T-E 38

sulal04d |-AlH
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B.FR.83.HXB2

107C TZ.96.96TZ BFO61
7ch. 5.95CM 1816

12”BF.AR.9 A159

13" cpx.CM. 96 96CM 1849

147BG.ES.05.X1870"

15-01B.TH.99. 99TH MU2079

16_A2D.KR.97.97KRD04

17 BF.AR.9 ARMA038

18 cpx.CU.99.CU

19 cpx,CU.99

207 BG.CU.

217A2D.KE.99.KER2003

22"01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

247BG.ES.08.X2456 2

25" cpx.CM.02.1918LE

26_A5U.CD.02.02CD_MBTB0O47

27_cpx.FR.04.04CD_FR KZS

28" BF.BR .BREPMI2609

.9
29 BF.BR.O1. BREPM16704
.BR.04.04BR142
32706A6.EE.01.EE0369

33°01B.ID.07.JKT189 C
34_01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

.03,111223~

Env start

MRVK . EKYQHL .
.GTQRN:x ..
-1R. . . .KHL

—-ML

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1 R16
54”01B.MY.09.0 SBO
55°01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 gatlentiA ---R
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR37
59701B.CN.09.09LNA423
60_BC.IT.11.BAV499

61 BC.CN.10.JL100010
62”BC.CN.10.YNFL13
63”02A.RU.10.10RU6637
64" BC.CN.09.

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 EXISDT013

85-BC.CN.14.14CN SCYB2
86’BC.CN.13.15YNH518

EX CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

. -TQMNW.
.GMQRNW .

signal peptide endVgpl20 start
WRWGWRWGTMLLGM. LMIC. . . .SAT.
.----IVI.WL.
. -LF

.-E .
.GK--LLF--I.

PDL .
QH- .

.GMQRNWQQQL .

.GIQSYW.
.GMKSYW.

-K-M.K-KK. ..

--AM.K-KK.

.RN LT-I
-K-M. - -KKR- WLSYCLLSSLIIP L

-K-M.K-KK. .
---M.R-KK. .

.CLVISLSK
.YLLXSLIK.
.GNLE IC- AL.I—YFNAISYTS..GTRY ---------- RD-KI----- A--SLTSX-

L- IC-AL.VIYFNAISC-S.. -A--SLTSK-Q--I---Q

Ce I.TTLG....IGF..
SS

.EKS.-ILX.IVMAF.II

.. -O-I LK-
.RSL.GN--.LS- ALLIICFNTGSYVM..

HIV-1 Proteins

.EKLWVTVYYGVPVWKEATTTLFéASDAKAYDTEVHNVWATHACVPTDPNPQEVVL.
K I

MM>mMMmm>mXMmmmmmm

mMoOXOHRORMRROO

Q--I---Q-------R-I--RI.
-T-1I-IPI..

T TI--8Go----

glycosylation NDT
v

glycosylation NVT .(;%‘t bmdmg
VNVTENFNMWKNDMVEOMHEDIISLWDQSLKP&VKLT PLCVSLKETDLKNDTNT . .. veeevenns

______________________________
T-N----- EVTS
TFT-INATTTNS- .
T-N---F-ANSTANS .

T- T--NATLGNK LGNNST

-KNVSS
- NVSSN

T-
T
T
T
T
T

T---IN NATNLNDAS .
T-H-5-ANRTH-G. . .. .
T-H-KNATFKNA - ING
T-N-AYANLTKSNNT.

N---AVRA
T-H- AAFNGTO STOGG
T-N--AIS-S-A-....
T-N--NAAAHNINS.

T TR

-+ THL-NNSNGNMSVEGTT
----------------- L ----TMN---SDG-GTN

MS
--TMT-LNPDSN: SS

0 OX OO0 OO OO ' PO+ O

.-IS-PY-I-E-YI- K*—OKN————LN —————————— .VI--TIN-SKF-PA-TNTTSA

. VM- -TMN-XRXTPN-T - HSLNMTGPAPRE%“KTTS-

glycosylation NSS

SL

142
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glycosylation NIS Seidinding
glycosylation NCS C];)4 binding glycosylation NVS
V2 glycosylation NGT glycosylation NFT
glycosylation NSS glycosylation NDT glycosylauon NTS glyuosylanon NKT glycosylation NGS
B.FR.83.HXB2 ... .SSGRMIMEKGEIKNESFNISTSIRGK. VQKEYAFFYKLDIIPIDNDT ..................... . KLTSCNTSVITOACPKVSFEPIPIHYfAPAGFAILKfNNKTFNGTGPCTNVSTVQCTHGIRPVVSTOLLLNGSLAEE.EVVIRSVNFTDNAKT 283 E
Al1.CD.02.LAO1ALPr . . .R-IN A K <
A1.CM.08.886_24 M- B
Al.ES.15.100 117 .R- [y
Al.KE.11.DEMA111KE002 ..R- =~
Al.PK.15.PKO34 - I 2]
ALl.RW.11.DEMA111RW002 . TKGT - IEGI ..R- )
Al.SE.13.078SE TAT\/NNSAIE-» .I- <
Al.UG.11.DEMA110UGOO9 N-SSTVEGE- - .S- <)
A2.CM.01.01CM_1445MV ... ... --VQ- NSTDNVT .R- =
A3.SN.01.DDI579 NVTKAYE -M- - .K--T-SL--R--VV--E-GSNST. .R- N
A4.CD.97.97CD_KCC2 .KVEVP- -MT - .K--VRSL--RI-LVQ-G-N-ND.. ..R- o~}
A6.BY.13.PV85 ..R- =]
A6.1IT.02.60000 . ..R- S
A6.RU.11.11RU6950 .KK- STGSNDS . .R- 8
A6.UA.12.DEMA112UA024 N-YSNDSWVKDM- - - -YY-T-EL-D-. KKNVHSL-- -VVSLGTSNNS ..R- =
B.AR.14.DEMB14AR003 CTNWK-K-G--L-------T-YRTD-.M- -GN- L~N——~KV~EGN LLR-L =
B.BR.10.10BR MGO35 -VT-N-GDN.KKT------ N--LV- . .M-KI «n
B.CU.14.14CUD05 ---F-T- e
B.DE.13.366396 ..R-I
B.DE.13.947915 .R-I
B.DO.11.DEMB11DROO1 .R-T
B.ES.15.100600 R-T
B.FR.11.DEMB11FROO1 .R-
B.JP.12.DEMB12]P001 .R-T
B.PH.15.DEMB15PH003 R-T
B.RU.11.11RU21n R-I
B.SE.15.102SE R-K
B.TH.10.DEMB10TH002 ..R-I
B.US.16.2609 ..R-I
C.BR.11.DEMC11BRO35 .R-V
C.CN.10.YNFL19 ‘R-I
C.DE.10.622166 .R-TI
C.ES.15.100 118 .G-KI
C.ET.08.ET104 . .R-LlI
C.IN.15.NIRTO08 .R-T Y
C.MW.09.703010256_CH256.w96 -VVTLEENS ..R-I Y
C.NG.10.10NG020523 --V-LKENSN R-I Y
C.NP.11.11INPO16 K R-I Y
C.PK.14.DEMC14PK009 KKSV--L--R---V LEDSANS R-I Y!
C.SE.15.100ET .KKQ---L--R---E-LHGKN. . I-T Y
C.TZ.08.707010457 CH457.w8 D-.RR--S-L--RV--V-L--NS. R-I Y
C.Us. 4.M0118V1dll 5M04_C5 L ..R-IN---- Y
C.ZA.13.DEMC13ZA152 .R-IN--S--- Y .
C.ZM.11.DEMC11ZMO06 .R-TI .DII---E-M---T-N
D.BR.10.10BR RJ095 .KE- V-—L---P--VOM-- .R-T .--M---E-L-N-I-N 280
D.CD.03.LA17MuBo .QK-VHS - GKNN R-I KIM---E-L-S-S-- 298
D.CM.10.DEMD10CMOO9 .K»»K--L--»M» -G R-IN II---E-I---V-N 278
D.CY.06.C .KKQVH- L--R--VVK--SQNNR R-IN II---E-L-N-I-N 287
D.KE.11.DEMD11KEOO3 R.KK-F--L-----VVQ--GSl R-IN E-ISS 290
D.SE.12.077UG .-A- VN L--R»»VV----ND R-IN 295
D.TZ.04.C06405V4 .QK-VH-LS-R---E--G-N. M-IN 285
D.UG.10.DEMD10UGO04 .KKQVQ L--SH VVQ-R-. R-I- 275
D.UG.11.DEMD11UGO0O3 . .R-IN 284
D.YE.02.02YE516 L ....................... ..R-IN 275
F1.A0.06.A0 06_ANG32 .RL-VN- L--R---V—-NSSDS R-IN----T-K--moomsWD- - mmmme e e e 282
F1.AR.02.ARE933 .KL-VH-I--R---V ..R-IN Y 281
F1.BR.11.DEMF111BRO37 .QK-VR-L----- LXDGNSGSNG R-IN Y 294
.08.C .KL- VH—L--R---V—- SSDN R-IN Y 282
.11.VA0053 nfl VS-L -V--NS R-IN Y 283
.04.LA22LeRe R-IN Y 284
.03.LA20DuCl -L- --V- LKDNS R-IH Y 302
F1.RU.08.D88 845 NDS! A Q VK| .TKOMRTL--S»--EL NKQSK I-R- Y 290
.CM.10.DEMF210CMOO7 -TEAPPI-APPM . -L--R--VV- LNANANS .R-IN . 283
.CM.11.DEURF11CMO26 . .NKYNISEDP-A- T-E-—D-. L--R---V-LEGSNS ..R-IN X .NII---K-IS--T-N 287
G.CD.03.LA23LiEd T-E--DR. ..R-IN L-II---E-L------ 264
G.CM.08.789 10 T-E--D-. ..R-IN-- KIM---E-I-N---I 279
G.CM.10.DEMG10CMOO8 T-E--D-. R-IN- IM--AE-ISKSE-V 283
G.CN.08.GX 2084 08 T-E--DR. R-IN- .-I---TE-I--ST-- 287
G.CN.16.2234GX T-E--DR. R-IN- .GI---TE-I-S-T-- 289
G.ES.14.EUR_0033 T-E--D-. R-IN- -I-N---N 287
G.GW.08.LA57LmNe T-E-KD-. R-IN- --N 282
G.KE.09.DEMGO9KEQO1 TN.STV-AK-MT- T-E--D-. R-IN- .-IM E ---1 288
G.NG.12.12NG060409 TINN-TTSNLTGENPFV- T-EL-D-. .R-IN- -IA--TE-I-N---I 297
H.CD.04.LA19KoSa ....--S.I-SDVNDRL- T-I--D-.Q-RVT-I---V-VV-MEGEDNN .R-IN- .K-I---K-IS-ST-N 283
H.CF.02.LA25LeMi -NATYTDGEQ-L------ VT-V--D-.K--VH-V--R---V---ENSA. .. ..R-IN ..-I---E-I-----N 285
J.CD.03.LA26DiAn ++ .. T-INGNNSSLGMR- - - - - -T-E--D-.QKR- - -L--RQ--V-LNR-NSS o I-IN------ K .GII---E-IS----N 294
J.CM.04.04CMU11421 . .PT-DAGRVNISEIM KMT-E--D-.TRR---L--RQ--V--SGRPN. .. . I-IN- .DII---E-I-N---N 291
K.CD.97.97ZR_EQTB11 ... .NINATVTSTD- - -T-ELKD-.KKRVS-L------ VQ-KQSEIN ..R-IN- .-II---EDI-K-T-N 291
K.CM.96.96CM_MP535 NATSTVVSPA- T-E-KD-.KK--S-L--R--VL-LNGEGN. .R-IN- II---E-I---T-N
1 AE.CM.11.1156 26 T .QK- VH L--RS-TV--NEGNS. .I-IN
1"AE.CN.12.DEOOT12CNO11 -L--- V-LNDNHNN .R-IN
1"AE.IR.10.10IR.THR48F .R-IN
1"AE.JP.11.DE00111JP00O3 EIGNIA .R-IN
1”AE.MM. 14. fKSDU26 ANCTGL LENITN--Q--- T . .R-IN
1_AE.PH.15.DE00115PHO12 NIGNITD-VR--T--MT-E--D-.Q .I-IN
1 AE.SE.12.070SE RTD IGNMTD-VR--T--MT-E--DR. ..R-IN
1"AE.TH.10.DE00110THOO1 ..R-IN
1 AE.TH.11.40436v09_04 - . .M-IN
17AE.TH.90.CM240 VH-L- VQ-EDKKTS. . .R-IN
2"AG.CM.10.DEGO210CMO13 - EKR-F- L--RT»-VO NETKSN. . .R-IN
2_AG.DE.09.701114 .KK-T--L--R---VQ-NETVDN. . ..M-IN
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W acidic cluster poly-P heHL HXB2 premature Nef end
B.FR.83.HXB2 MGGKWSKSS . VIGWPTVRERMRR GAASRDLEKHGAITSSNTAATNAACAWLEAQ. .EE. EEVGFPVTPOVPLRPMTYKAAVDLSHFLKEKGGLEGLIHSQRRODILDLWIYHTOGYFPD*ONYTPGPGVRYPLTFGWC 141
A1.CD.02.LAOQ1AlPr .M I . . -PV Q--D-Y--V-IN. ..--..-D R G-F--GY D KK--Q V-N W I 46
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C.ES.15.100 118 46
C.ET.08.ET104 48
C.IN.15.NIRTO08 43
C.MW.09.703010256_CH256.w96 43
C.NG.10.10NG020523 yl
C.NP.11.11NPO16 43
C.PK.14.DEMC14PK009 44
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D.KE.11.DEMD11KEOO3 42
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Nef start acidic cluster poly-P helix HXB2 premature Nef end
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12”BF.AR.9 RMA 42
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207 BG.CU. 39
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33°01B.ID.07.JKT189 C 40
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35°AD.AF.07.169H 41
36_cpx.CM.00.00CMNYU830 31
37 cpx.CM.00.00CMNYU926 32
38 BF1.UY.03.UY03 3389 42
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417CD.TZ.05.CO! 43
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45" cpx.FR. 4,04FR_AUK 43
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49" cpx.GM.03.N26677 99
50_Al1D.GB.10.12792 40
51701B.SG.11.11SG HM021 46
52°01B.MY.03.03MYKLO18 1 40
53°01B.MY.11.1 41
54”01B.MY.09.09MYSBO23 ~  -------GR.LG--TQI------TPAAA.....E.....EVGA--EG-......--V-K--D----V--T-M..N--DKV-----..--.D-------R-------------F-- 48
55_01B.CN.10.HNCS102056 41
56_cpx.FR.10.URF5 Ratlent A 84
57”BC.CN.09.09YNLX19sg 43
58-01B.MY.09.09MYPR| 41
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60_BC.IT.11.BAV499 41
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62”BC.CN.1 YNFL13 43
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64 BC.CN. 0! 43
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78" cpx.CN.13.YNTC19 35
79-0107.CN.15. SXISDT013 41
82" cpx.MM.13.mSSDU12 09
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85 BC.CN.14.14CN SCYB2 42
86’BC.CN.13.15YNH518 45
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0.GA.11.11Gab6352 .Q 48
U.SN.99.995E7MP1300 .QD. 46
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N.CM.15.54858 ---- - s 144
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HIV-1 Proteins

PN

surjold ZdIAIS/T-ATH



99¢

8107 wnipuddwo)) duanbag ATH

101d T-AIH

SUId

sulal04d |-AlH

normal Nef en(i

B.FR.83.HXB2 YKLVPVEPDKIEE . ANKGENTSLLHPVSLHGMDD .
Al1.CD.02.LAO1ALPr .-TE---NC--»-ICO---E-
Al.CM.08.886_24 F E .-TE---N MCQ .D

A1.ES.15.100 117
AI.KE.11.DEMA111KEGG2

.15.PKO34
Al.RW.11.DEMA111RW002
.13.078SE
Al.UG.11.DEMA110UGOO9
A2.CM.01.01CM_1445MV
A3.SN.01.DDI579
A4.CD.97.97CD_KCC2
A6.BY.13.PV85
.IT.02.60000
A6.RU.11.11RU6950
A6.UA.12.DEMA112UA024
B.AR.14.DEMB14AR003
.10BR _MGO35
CU.14.14CUn05
.366396
.947915
.DEMB11DROO1
5.100600
.DEMB11FROO1
DEMB12]P001

. DEMB15PH003
11RUZ1n

5.102SE
.DEMB10TH002
2609

=]
o
-
©

o
m

Pl

—ww

o
T

=

[TINT-

cHw»

axm

P
@

BR.11.DEMC11BRO35
NFL19

o
=
-

NIRTOO8 F-
703010256_CH256.w96
10NG020523
INPO16
DEMC14PK009

100ET

707010457 CH457.w8
MOllSvldll 5M04_C5
DEMC13ZA152
DEMC11ZMO06

10BR RJ095
LA17MuBo
DEMD10CM0OO9
DEMD11KE003
077UG

N
=
-

C06405V4
DEMD10UG004
. DEMD11UG003
YE.02.02YE516

.A0_06_ANG32
.ARE933
.EEMFIIIBRG37
.VABO53 nfl
.LA22LeRe
.LA26DuCl
8.D88 845
.DEMF210CM00O7
.DEURF11CM026
CD.03.LA23LiEd

.08.789 10
CM.10.DEMG10CMOO8
.GX_2084_08
224GX

-
N
HOERNHOOWE RFWARUAHOLUIRUIEDR O
I's) = m

ES.14.EUR_0033
.LA57LmNe

.09.DEMGO9KEOO1

NG.12.12NG060409

CD.04.LA19K0Sa .--E---NC----ICQ - QFY.
CF.02.LA25LeMi L --E--TNC----ICQ---E- .E-----I-K-------T-T---R---FY.

CD.03.LA26DiAn .--E--DNC----ICQ---E-.E-G---M-K---S--RR-I---K----Y.
CM.04.04CMU11421 . .X-X---M-K--XS--RR-X-

.CD.97.97ZR EQTB11 -TE---N -NQ JEH- - - -K-K- - -5- -RK-
CM.96.96CM_MP535 . "EH--I-M-K---5--RR-

AE.CM.11.1156_26
_AE.CN.12.DEGOT12CNO11
AE.IR.10.10IR.THR48F
_AE.JP.11.DE00111JP0O3
4. fKSDU26
PH.15.DEQO115PHO12
2.070SE
TH.10.DE0O110THOO1
.TH.11.40436v09_04
.90.CM240 —
.CM.10.DE00210CMO13
.09.701114
.KR.12.12MHI11 10746
. 12MHR9

F1l
G.
G.
G.
G.
G.
G.
G.
G.KE
G.
H.
H.
J.
J.
K
K

.x.P0C44951
.NG.12.12NG060304
.NG. x.IBNG
PK.15.PK032
.SE.14.098GN

surjolg ZdIAIS/T-ATH

PN



8107 wnipuddwo)) duanbag ATH

joId T-AIH :

SuI

L9€

B.FR.83.HXB2

107C . 96.96TZ BFO61
7ch. 5.95C] 16
12”BF.AR.9 RMA
13"cpx.CM 6.96CM 1849
147BG.ES.05.X1870"
15°01B.TH. 99TH MU2079
16_A2D.KR.97.97KRD04
17 BF.AR.9 ARMA038
18 cpx.CU.99.CU
19 cpx.CU.99
207 BG.CU.
217A2D.KE.99.KER2003
22"01A1.CM.01.01CM_0001BBY
237BG.CU.03.CB118
247BG.ES.08.X2456 2
25" cpx.CM.02.1918LE
26_A5U.CD.02.02CD_MBTB0O47
27_cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.OL. BREPM16704
31"BC.BR.04.04BR142
32706A6.EE.01.EE0369
33°01B.ID.07.JKT189 C
34”01B.TH.99.0UR1969P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37 cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179

43702G.SA.03,111223"

447BF.CL H;

45~ cpx.FR.04,04FR_AUK
46_BF.BR.07.07BR_FPS625
47" BF.ES.08.P1942
48"01B.MY.07.07MYKT021
49" cpx.GM.03.N26677
50"A1D.GB.10.12792
51701B.SG.11.11SG HM021
52701B.MY.03.03MYKLO18 1
53°01B.MY.11.1
54”01B.MY.09.09MYSB0O23
55-01B.CN.10.HNCS102056
56_cpx.FR.10.URF5 Ratlent A
57”BC.CN.09.09YNLX19sg
58”01B.MY.09.09MYPR
59701B.CN.09.09LNA423

60_BC.IT.11.BAV499
61 BC.CN.10.JL100010
62 BC.CN.10.YNFL13
63_02A.RU.10.10RU6637

_Ccpx.CN.10.YNFLO1
67 01B.CN.11.ANHUI HF115

71 BF1.BR.10.10BR_PE0O8
_BF1.BR.10.10BR”MG002
.DE.01.9196 01
74”01B.MY.10.10MYPR268
77_cpx.MY.14. l4MYNBB090

78 cpx.CN.13.YNTC19
79-0107. CN115 §XISDT013

85-BC.CN.14.14CN SCYB2
867BC.CN.13.15YNH518

Ex CN.12.DH32
88 BC.CN.05.05YNRL25sg
99 BF1.BR.11.BRG06043
CM.96.LA51YBF35
CM.96.LA52YBF39
CM.99.99CMU4122
CM. x.pCM02_3
ES.01.Read25 HIV_ GroupO
FR.06.RBF206_
GA.lO.lGGabllQO
GA.11.11Gab6352
SN.99.995E7MP1300
US.10.LTNP
CM.15.54858
FR.11.N1 FR 2011
CM.OG.U14788

. .RBF168
CPZ TZ 06. TAN
CPZ.US.85.US Marllyn

GOR.CM.12.5IVgor_ BQID2
GOR.CM.13.SIVgor_BPID15

TT ZZ 0000000000

.CN.11.ANHUI WH73 F-
69 01B.JP.05.05JPMYC113SP420F -
. 10BR _PE004 .

YKLVPVEPDKIEE . ANKGENTSLLHPVSLHGMDD.

-EE .--E
-TEEEA-GLGTTS-KA

normal Nef en(i
PEREVLEWRFDSRLAFHHVARELHPEYF .

"KHG- - -V-K---T--HK-I-
(E-----M-K---S--RR-I-
K -LR

-SEEEA-RLG--C-RAK- - - -ACA--YG-.QH

F .- NA-
F----LSAEAV-- . -TE---N-----

----- SEVEA--MGD-Q- KAK----ACTY FS-.
-SEVEV- -MGDEQ-KAK- - - -ACTY-DS-.

ED-RNL- --ACS--K--
TNI----MCQ---E-.
-SEAEA- -MG- -N-RAK- - - -ACN- - YG- .

————— SEAEA-YMG- -D-RAK- - - -ACTY-FS-.

v
v .
“HK-I-V-K- - -S-GRE- - -LQK- - -L-I-.
HH- -I-M-K- -RS-GER- - -LQK---L-T
--G-L-I-----S--RR-I---R

EHG---I-Q--TE--RR-R-K--

EHGQI-K-Q--RS-GNN---LA-
-HK-I-V-KY-RS-GTQ---LMK---L-I-..

HIV-1 Proteins

208

IR B PO BIID = PN RI NI NI NI NI NI NN

EREE ERE RS oRREERERRERRRRN
TR 08 5% 1908 Bok EROAMORN»m T

PN

surjold ZdIAIS/T-ATH



	V HIV-1/SIVcpz Proteins
	V-1 Introduction
	V-2 Annotated features
	V-3 Sequences
	V-4 Alignments


